
13 CRGs of 497 HNSCC samples
 enrolled in this work

Unsupervised clustering for identifying CRPs

Survival analysis, immune estimation and 
pathway enrichment among CRPs

Genetic alteration, expression pattern and 
prognosis analysis of CRGs

Cellular experiments demonstrating 
PER3’s biological function

Difference analysis and identification of CSGs

Construction and validation of circadian score 
based on CSGs

Establishment of a novel circadian score-based 
nomogram

Unsupervised clustering based on 
CSGs for identifying CGCs

CGCs exhibited distinct TME and prognosis


