Alexandrium affine AaMS01 AY566190 (Malaysia)
Alexandrium tamarense ATXMO7 JX488734 (China)
Alexandrium affine AY294612 (Vietnam) Alexandrium affine
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1001 —= _| Alexandrl:um affine CAWDS1 AY338753 (New Zealand)  A. gaarderae
_|" Alexandrium ‘concavum’ CAWD52 AF032348 (New Zealand)
Alexandrium tamarense AtPA02 AY566188 (Malaysia)
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- || Alexandrium affine AC-1 JF906996 (China)
94/1—— I Alexandrium affine CU1 U44935 (Thailand) Alexandrium cf. affine
951 -t Alexandrium affine CCMP112 KX599340 (Atlantic Spain)
Alexandrium affine AABB01/02 JF521616 (Australia)
74/0.92| Centrodinium intermedium FG4 MK714076
100/1 Centrodinium intermedium FG3 MK714075 L
Centrodinium eminens FG2 MK714074 Centrodinium
Centrodinium punctatum FG6 MK714078
100/1l Centrodinium punctatum FG5 MK714077
100/1( Alexandrium tamiyavanichii AB0O88267
MCL Alexandrium cohorticula AF174614
Alexandrium tropicale AY268613

Alexandrium tamarense KF646463
Alexandrium tamarense KX599342
10011} Ajexandrium tamarense DQ176655 Protogonyaulax
Alexandrium excavatum AY056824
100/1] Alexandrium catenella KJ879229
100/1Alexandrium pacificum KF908803
Alexandrium australiense KF908810
Alexandrium fundyense KX5194401

Alexandrium mediterraneum KF908808
Alexandrium hiranoi AY438018
Alexandrium taylorii AJ535349
Alexandrium pseudogoniaulax KF034862
Alexandrium satoanum AY438020
Alexandrium margalefii AF318230
Alexandrium insuetum AB088248
Alexandrium minutum AF318222
Alexandrium tamutum AY268618 Alexandrium s.s.
Alexandrium andersonii AY962833
72 10.85|! Alexandrium ostenfeldii KP231195
Alexandrium peruvianum FJ011437 —
‘ Alexandrium leei AY566184
“— Pyrrhotriadinium polyedricum JQ247712

Figure S1. Maximume-likelihood phylogenetic tree of the D1-D2 domains of the LSU rRNA gene of selected
species of Alexandrium sensu lato and Centrodinium spp. Supports at internal nodes are Bootstrap support
(BP) >70 and Posterior Probability (PP) >0.8 are shown. Pyrrhotriadinium polyedricum was used as outgroup.
New sequences are highlighted in bold. The scale bar represents the number of substitutions for a unit branch
length.
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