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Yellow dots: 7SK RNA
Classical labeling protocol
5 pg total RNA, 56°C
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Modified labeling protocol
5 pg total RNA, 56°C
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Oiigo name.
TSK_i26-162
TSK_126-16201
78K_128-16202
7SK_126-162MM1
TEK_126-162MM2
7SK_126-162_RC
TSK_17-63
TSK_17-63MM1
TEK_17-63MM2
7SK_17-83 RS

TEK 8501
TEK_SSBMME
TSK_55-91MMZ

78K 5591 RC
SHORAIG 4-47
SNORA1E_A-4TMM1
SNORATB_ -47MM2
SNORATE 4-47_RC
SNORA1S 86-112
SNORATE 68112001
SNOAATE 68-112MM2
SNOATE 66112 RC
SNORATI_14-68
SNORATI_14-68MM1
SNORAT1_14-66MM2
SNORATI_14-68_AC
SNORAT1_71-124
SKORATI_71-124MM1
SRORATI_71-124MM2
SNORAT1_71-124_RC
SNORDIG_19-72
SHORIDI13_16-72MM1
SNOAICTII_15-72MM2
SNOADNI_18-72 RO
SHOADII3 967
SNOAD113_0-67TMM1
SNORDNA_9-67MMZ
SNOAD1A_867_AC
SNOADSS 2375
SNORADSS_28-TSMM1
SNOADSS_28-75MM2
SNORIDSS 2975 RG
SHORIDSS_3-41
SNOAIDSS_34TMM1
SNOADSS_3-4TMMZ
SNORIDSS 341 AC
SNORADE1_10-58
SNOIDST_10-5BMM1
SNORIDST_10-58MM2
SNOADST_10-58_RC
SNORDST_2:58
SHORIDET_2-58MM1
SNOADS1_2-58MM2
SNOADET_2:58_AC
SNOZH9 660
SNOZ30_E-SOMM1
SNOZI8_E-80MM2
SNOZI8 660 RO
ANALYs_1-59
1ANALys_1-5801
1ANALYs_1-5802
FANALys_1-59MM1
ANALys._1-59MM2
1ANALys_1-58_RC
ANALYs. 4069
FNALYs_40-69MM1
{ANALys_d0-6BMM2
1RNALys_40-68_RC
ANAPh 1675
ANAPhe 16-7SMM1
1RNAPhe_16-75MM2
1ANAPhe_1675_AC
FINAPhs_47-76
ANAPhe_47-78MM1
FNAPhe_47-76MM2

1ANAPDE_47-76_RC

Seaquence (5" — 31

aToCTCT SBCGCAGCT
TCRGGGAAGGTCATCCTCICGACCEAGCGCGTAGCT
TCOGGGAAGGTORTCCTCIGACCGAGCAOGEAGCT
TCGGGGAAGGTORTOCTCATORACCRAGCGCGEAGET
TCABGAAAGRTGGTCCTCATCGACCOABCGOGCAGET

AGCTGCBCGCTCRATCRAAGAGGACGACCTTCOC0GA

AGCCGAATCA GGGG TCGCAGLCA
AGCCOAATCAACCCTGACGATCATTGGGATGACAGATGTCGOAGCCA

cAT AGCCA
TGGCTBCGACATCTGTCACCCCATTGATCGCCABGGTTGATTCEGET
AGGGEACACCCGCCTAGCCAGCCAGATCAGOOGAATG
AGBGBACACCCACCTAGCGAGCCAGATCAGCCAAATE
AGGEGACACCGGLCTAGCG AGCCAGATCAGCCGAATE
GATTCAGOTGATCTARCTROCTAGGCGRATATOCCET
CAACGACGTCTGGCTACTAGGGARGCCCCATCEGGATAGACCTG

CAACBACGTCTAGCTACTAGGCAMGCCCCGTCGCGATAGACCTC

GAGGTCTATCCCOACGBAGOTTCOCTAGTAGCCAGACGTCATTG

CCTAT: GAGTEH
TGAGTC
[ TGAGTC AMGT

ACTTGTGGTTTTACTTGACTCACAGGACTGACTGTTAGGTCTGTGEE
GOATCCTOTCCOTGOABTATCANTGACCAGG BCACCBACAGOOCACARTEACT

GCAGTATCAATGAGCAGGGE TCACT

TGOAGTATCAATGAGT ACAATCACT
AGTGATTGTGEGCTECCGRTECCCTRETCATTGATACTGCAGGGAGAGGATGE

AAGCACCAGOGTTTGGCAAGGACAAGTGTGAT CCTCOAAACACGGGRARAGGCT
AAGCACCAGGGTTT AC

TTT
AGCCTTTCCCCGTGTTTGBAGGATCACACTTGTCCTTGCCAAACCCTBGTGCTT

GTBAACCTCAGACTCTCAGAGGCATAGTCATAATACACG ACTCATAGAGCAGCC
GTBAACCTCAGAC

GTBAACCTCAGACTCTCABACGCATACTCATAATACACGACTGATACAGCACCE

GOATGE TGTATTATGACTATGO TICAC
CCTCAGACTCTGAGACGCATAGTCATAATACACGACTCATAGAGCACCCACAGTCATCA
CETCAGACTCTCAGACGCATAGTCATAATTCACGACTCATACAGCACCCACAGTCATEA.

CCTCAGACTCTCAGAC CCATAGTCATART TCACGACTCATACAGCACCCACAGTCATCA

GGGATGE TATGAGTAT!
CGOTCAGGTCTCCAAGGTTGGGTTCCCCACGAGGCAGTCEGGAGTGT
TCCAAGGTTGEET AGTCOEGAGTGT

CGOTCAGCTETOOAMGGTTGECTACCCCACGACG BAGTCAABAGTAT
ACACTGCOGACTGOGTORTEGGGAAGCCAACOTTGRAGAGCTGAGEE
CAGTCOGGAGTATGCAGCATACCOABGTGTCATCATCCE
CAGTCBEGAGTGTGCAGCAAACCCAGGTGTCATCATCCR
CAGTOGGGACTGTGCAGCAAACCCAGGTGTCATCATCOG
CGGATGATGACAGCTGGGTATGCTGCACAGTCCOGACTS
CTATCATCAAG TCCAAGTTGBAG

CTGTCATCARGTAATCAGTGAGAG TGTCCAAGTTEGGATGABATCATCA
CTGTCATCAAGTARTCAGTGAGAG TGTOCAAGTTGGGGTGACATCATCA

CTTGBACTCTCTCACTGATTACTIGATGACAG

CTGTCATCAAG TOOAAGTTGEGE TGTCCT
CTGTCATCAAG TCGAAGTTC CATE
CTGTCATCAAG GAAGTTG TGTGTCCT

AGGACACATGATGATCTCACCCCAACTTGACTCTCTCACTGATTACTTGATGACAG
TACATGAGAAAGCGTTTACAGTATCATTTTATTCATACTGATTTGCTTCATGAGA.
TTT ATTATTCATACTGATTTGCTTCATCACA

TACATCAGAAAGCGTTTACAGTATCAT ATTATTCATACTGATTTCCTTCATCACA

TICTGATGTA
CTCGANCCOACBAGGLTRGGATTAGAGTCCCATGCTGTAGCGACTGAGCTAGCCBGGE
CTCRAACC \TTAAGAGCCCATGETC
CTCGARCCCACGACCETRGGATTAAGAGCCATGETE TACCGACTBAGCTAGCCAGAC
CTCGAACCCAG! CTGAGT
CTCGARCCCAD! TAGGEAC BaaGe

GCCCGBCTAGCTCAGTCGBTABAGCATEGGACTCTTANTCCCABGGTCATGEGTTCRAG
CAACGTGGBACTCBAACCCACGACCCTAGR
CAACGTGGEGCTCETACCOACGACCCTGES
CAACGT CGBACTCG TACCCACBACCETREE
CCCAGGGTCGTERGTTCEAGCOCCACGTTG
GOTGCCGAAACOCOGGATOGAACCAGGBACCTTTAGATCTTCAGTCTRACGCTOTCOCAA

SCBGGATE TTTAGATGTT TCTGECAR
TTTAGATCTTS TCTCCCAA
Rt TTAGACTGAAGATCTAARAGGTCCCTAET TTCGGCACE

TEBTECOGAAMCCCGEEATCOANCCAGGGA
TGBTGCCOAACCCCBAATCOAACCABAGA
TGBTCCCBANACCCCGRATCGAMCCAGGGA

TCCCTGATTCGATCCCGGATTTCRGCACCA
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UniquelD Name

1L17
1N18
1M18
5N14
5C8
2L11
1D17
1117
2A5
2H5
2G14
2113
5D2
5E4
3E18
5H14
11
5D14
1E1
1G1
1H1
11
5G7
1G2
1H2
5N11
5A14
2E7
113
1A5
5B8
1E6
1L6
17
1F7
118
IN8

hsa_SNORD13
hsa_SNORD2
hsa_SNORD3@
hsa-let-7a
hsa-miR-106a
hsa-miR-371-5p
hsa-miR-498
hsa-miR-503
hsa-miR-659
hsa-miR-9*
miRPlus_17890
miRPlus_17952
miRPlus_21472
miRPlus_27561
mmu-let-7a
mmu-let-7b
mmu-let-7c
mmu-let-7d
mmu-let-7e
mmu-let-7g
mmu-let-7i
mmu-miR-103
mmu-miR-107
mmu-miR-124
mmu-miR-125a-5p
mmu-miR-125b-5p
mmu-miR-128a/128b
mmu-miR-129-3p
mmu-miR-138
mmu-miR-16
mmu-miR-17
mmu-miR-191
mmu-miR-195
mmu-miR-200b
mmu-miR-20a
mmu-miR-218
mmu-miR-22

ES vs Brain total RNA
-2.0010154
-1.9591408
-1.3929354
3.9104207
-2.200453
-2.7227075
-1.9325277
-1.1462102
-1.0401192
3.751164
-1.3811024
-1.176801
-1.5241518
-2.174772
3.8383002
1.044384
2.6271546
3.1397784
1.5860898
3.562132
4.08837
2.9407806
3.2431517
3.7746544
2.6573153
3.75356
3.7520082
2.9990404
3.6429393
1.7949975
-2.3353066
1.9610482
3.7988846
1.7533876
-2.3012671
3.9354165
2.191882

Supplementary Table 2

UniquelD Name

5B7
1E9
1F9
1H9
1K9
6M5
2118
2K18
2118
2M18
1P9
1L10
1M10
1N10
1010
1011
1A12
5N9
5J10
2C21
5H2
2H22
2122
2P22
2D23
2E24
5D9
2G5
5E14
2N5
7)2
7K2
7N2
702
7P2
7N3
1A2
1B2

mmu-miR-23a
mmu-miR-23b
mmu-miR-24
mmu-miR-26a
mmu-miR-27b
mmu-miR-291b-5p
mmu-miR-292-3p
mmu-miR-293
mmu-miR-294
mmu-miR-295
mmu-miR-29a
mmu-miR-30a
mmu-miR-30b
mmu-miR-30c
mmu-miR-30d
mmu-miR-335-5p
mmu-miR-338-3p
mmu-miR-369-3p
mmu-miR-374
mmu-miR-467b
mmu-miR-668
mmu-miR-677
mmu-miR-678
mmu-miR-685
mmu-miR-689
mmu-miR-706
mmu-miR-708
mmu-miR-9
mmu-miR-9*
mmu-miR-98
SNORA71_14-66
SNORA71_14-66MM1
SNORA71_71-124
SNORA71_71-124MM1
SNORA71_71-124MM?2
SNORD55_3-41
U6-snRNA-1
U6-snRNA-2

ES vs Brain total RNA
2.4401088
2.5244708
2.584994
3.1850955
2.5625648
-3.5358765
-4.7475047
-4.643447
-4.5158563
-4.7702394
3.3800652
3.1322336
3.0904121
2.9647126
3.6222904
2.2869596
2.3757057
2.4375849
1.8789672
-1.3100047
-1.0478611
-2.3486063
-1.3342453
-1.1779056
-3.6705205
-2.4139588
1.1890153
3.8342102
2.2085142
3.8455708
-2.1912198
-2.1310618
-2.476882
-2.3021042
-2.4302258
-1.0061008
-1.3984196
-1.2016013





