GBM(N=149,0.7%) —
GBMLGG(N=649,1.1%) -
LGG(N=500,1.2%) -
CESC(N=286,1.7%) -
LUAD(N=508,3.3%) -
COAD(N=282,2.1%) -
COADREAD(N=372,1.9%) -
BRCA(N=980,0.9%) -
ESCA(N=180,0.6%) -
STES(N=589,1.5%) -
KIRP(N=279,0.7%) -
KIPAN(N=679,0.6%) -
STAD(N=409,2.0%) -
UCEC(N=175,5.1%) -
HNSC(N=498,0.6%) -
KIRC(N=334,0.6%) -
LUSC(N=485,2.5%) -
THCA(N=487,0.6%) -
READ(N=90,1.1%) -
PAAD(N=168,1.2%) -
OV(N=303,1.0%) -
TGCT(N=143,0.7%) -
PCPG(N=176,0.6%) -
UCS(N=57,3.5%) -

BLCA(N=407,1.0%) -

1046aa

Missense Mutation

® Splice_Site

Nonsense Mutation

o Frame Shift Ins
o Frame Shift Del

In_Frame Del
—2.0

- 1.5

- 1.0
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