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Figure S1: Significant DSS difference between high-expression and low-expression groups of
SRSF9 in KIRC, KIRP, LGG, LIHC, UVM and the association between SRSF9 expression levels
with DSS in pan-cancer.

Cancer: LGG Cancer: LIHC Cancer: PCPG
SRSFSlevels == high == low SRSFY levels == high == low SRSFO levels == high == low
1.00 1.00 1.00
S o7s: Zors So7s
£ E =
@ @
Loso Eoso E 0.50
5 3 i
a =025 a
2°%1 p=0.036 3 p=0.016 $°%*] p=0.027
o o a
0.00: 0.00: 0.00
3 1 2 3 4 5 6 7 B 9 101112 13 14 15 6 1 2 3 4 5 & 7 8 & 10 e 1 2 3 4 5 6 7 & 9 10
Time(years) » Time(years) Time(years)
2 » @
k] T ]
2
H i H
=, high highy 178 76 38 25 17 8 & 2 1 1 1 = high 7
2 P@ SR I I i R I N N B S I el 8% 2 0% ¥ L F 480
1] 91 2 3 4 56 7 6 8 101112 135 14 15 & e 1 2z 3 4 5 & 7 B 8 10 @ o 1 2 3 4 5 6 7 8 9 10
[ Time(years) @« Time(years) [ Time(years)
Cancer: THCA AGC "5,"&% Hazard‘ r%moo -
BLCA 0812 -
SRSFO levels == high == low BRCA 0.845 -
&hor i =
s oy CDAD 0522 1.328(0 5583 157 -
E DLBC 0.410 0.005(0.000-1304.041)  e——
Saors ESCA 0.875 1 085(0 392-3 um;
E HNSC 0.611 492-3 343
H KICH 0.258 19629 0 113 3402 DZZ; —r—
£os0 KIRC 0.335 157 -
I KIRP 0213 1 TDG([) 737 3 950) -
2 LGG 0.002 7.546(2.160-26,354)
3 025 =0.050 LIHC 0.083 (0.970-1.653) [ ]
a N LUAD 0.167 1.352(0.882-2.072) -
000 LUsc 0.951 016(D 6141 -
MESO 0.059 15 43&55 00-264 917 -
6 1 2 3 4 5 6 7 8 8 101112 13 14 15 Qv 0.085 0.7 1(0509 1020; L]
Time(years) PAAD 0.407 0.173-2 ussg .-
o PCPG 0.043 108.1 D68[1 165-9657.419) ——
: T =
gl B e e e FR e dh g3 31§ samc 05w gergo et gg% H
(&’ 01 2 3 4 5 6 7 8 § 101112 13 14 15 TGCT 0.549 1.203(0.657-2.203" -
o Time(years) THCA 0.554 u,rmgn 350-1 756; -
UCEC 0.954 1.010(0.718-1.421)
ucs 0.212 0.500(0.168-1.485)
4e-035e+00 1e+04
Hazard ratio

Figure S2: Significant DFI difference between high-expression and low-expression groups of
SRSF9 in LGG, LIHC, PCPG, THCA and the association between SRSF9 expression levels with
DFI in pan-cancer.
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Figure S3: Significant PFI difference between high-expression and low-expression groups of

SRSF9 in ACC, KIRC, LGG, LIHC, OV, PCPG, PRAD, THCA, UVM and the association

between SRSF9 expression levels with PFI in pan-cancer.
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Figure S4: The heatmaps of association between SRSF9 expression and immune related cells in

some immune routes.



Coexpression across cancer types

VA A A A WA A i
S dd 4 Am NVVVTVVY VTV TRV .
- M WA A A A

- Mﬂr m A i ugurmm 7 ?7 -

Y3g8¢33838§38838¢38¢§°653
Cancer types

iiggépieges

(b) Coexpression across cancer types
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Figure S5: The heatmaps of association between SRSF9 expression and (a) MMR -related genes,
(b) DNA methylation genes, (¢) m6A genes.
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Figure S6: Immunotherapy analysis of (a) melanoma, (b) renal cancer and (c) urothelial epithelial
tumor on data from (a) GSE78220, (b) GSE67501 and (c) IMvigor210 database.
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