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Colour Mutation type Number o
samples(%)
[ Nonsense substitution 41 (4.52%)
Missen: itution 451 (49.67%)
[ Synonymous substitution 118 (13.00%)
I Inframe insertion 0(0.00%)
M  Fremeshift insertion 13 (1.43%)
B Inframe deletion 3(0.33%)
I Frameshift deletion 27 (2.97%)
[l complex mutation 0(0.00%)
Il other 19 (2.09%)
Total unique samples 908
Colour Mutation Number of
type samples (%)
[ 23 (3.92%)
A>G 67 (11.41%)
W AT 18 (3.07%)
B ca 42 (7.16%)
H o1 175 (29.81%)
B cc 28 (4.77%)
G>A 124 (21.12%)
B cc 28 (4.77%)
G>T 62 (10.56%)
B 1A 10 (1.70%)
T>C 22 (3.75%)
B 22 (3.75%)
Total unique samples 587
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Correlations of CNV with mRNA expression
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