hsa03010: Ribosome

hsa00190: Oxidative phosphorylation

hsa04145: Phagosome

hsa04110: Cell cycle

hsa00980: Metabolism of xenobiotics by cytochrome P450
hsa04142: Lysosome

hsa03030: DNA replication

hsa03040: Spliceosome

hsa05200: Pathways in cancer

hsa04218: Cellular senescence

hsa05418: Fluid shear stress and atherosclerosis
hsa00240: Pyrimidine metabolism

hsa05132: Salmonella infection

hsa04115: pb3 signaling pathway

hsa03050: Proteasome

hsa01522: Endocrine resistance

hsa03320: PPAR signaling pathway

hsa04141: Protein processing in endoplasmic reticulum
hsa04217: Necroptosis

hsa05214: Glioma
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G0:0002181: cytoplasmic translation

(G0:0000278: mitotic cell cycle

G0:0032787: monocarboxylic acid metabolic process
G0:0006119: oxidative phosphorylation

G0:0033044: regulation of chromosome organization
G0:0010564: regulation of cell cycle process
G0:0022613: ribonucleoprotein complex biogenesis
(G0:0019882: antigen processing and presentation
G0:0006259: DNA metabolic process

G0:0006959: humoral immune response

G0:0034654: nucleobase—containing compound biosynthetic process
(G0:0010942: positive regulation of cell death
G0:0019725: cellular homeostasis

G0:0008202: steroid metabolic process

G0:0031647: regulation of protein stability
G0:0008283: cell population proliferation
CORUM:305: 40S ribosomal subunit, cytoplasmic
(G0:0030162: regulation of proteolysis

G0:0051098: regulation of binding

(G0:0010035: response to inorganic substance



