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Figure S1. Identification of clinically relevant subtypes of cervical cancer in GEO database. (A)
The optimal number of clusters (K). (B) The cluster plot of 3 subtypes. (C) Kaplan-Meier plot of
the three clusters. (D) The correlation heatmap of 3 subtypes. (E) Silhouette plot of three subtypes.

Table S1. The screened gene sets after univariable cox regression analysis.
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