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** * ** ** * *

TMECluster
TMEC1 TMEC2 TMEC3 TMEC4

Kruskal−Wallis Test
*** p<1e−5 ** p<0.01 * p<0.05
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*** * *** *** *** ***

GeneCluster
GeneC1 GeneC2

Kruskal−Wallis Test
*** p<1e−5 ** p<0.01 * p<0.05
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** ** *** *** *** *** *

TME Score
TME Score−H TME Score−L

Kruskal−Wallis Test
*** p<1e−5 ** p<0.01 * p<0.05
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