
Methylation of ADAR in Solid Normal  Tissue (n=38)
Colon adenocarcinoma dataset
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Methylation of ADAR in Tumor (n=302)
Colon adenocarcinoma dataset
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Mean Methylation of ADAR
Colon adenocarcinoma versus Solid Normal Tissue
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Normal (n=38)
Tumor (n=302)
adj. pval<0.05
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