
Supplementary Figure 1 CD86 mRNA expression in various cancers



Supplementary Figure 2 OS survival and prognosis of CD86 in high and low expression

group in various cancers.



Supplementary Figure 3 CD86 and univariate analysis in various cancers.

Supplementary Figure 4 Heat and volcano maps showed the high and low expression of CD86,

immune score and matrix score. A. Gene heat map and volcano map of cd86 high-low expression

group; B. Gene heat map and volcano map of the high and low expression immune score group; C.

Gene heat map and volcano map of high and low expression group with matrix score.



Supplementary Figure 5 The PPI network , GO and KEGG analyzed of Mcode2. A. the PPI

network diagram of Mcode2; B-C. Enrichment of the top ten of Go analysis; D-E. KEGG was

used to analyze the top ten enrichment pathways.

Supplementary Figure 6 The PPI network , GO and KEGG analyzed of Mcode4. A. the PPI

network diagram of Mcode4; B-C. Enrichment of the top ten of Go analysis; D-E. KEGG was

used to analyze the top ten enrichment pathways.



Supplementary Figure 7 IRS different risk groups scores of survival prognosis in GEO data set

were correlated with GSE146173, GSE106291, GSE37642 (the GPL96 platform), GSE12417 (the

GPL97 platform), And GSE12417 (the GPL96 Platform) OS curve and ROC curve.


