rs?

rs10022681
rs1009376
rs10499263
rs10499264
rs12420605
rs13097853
rs1331897
rs1492536
rs16841134
rs17079846
rs17519053
rs17585055
rs17647232
rs17647256
rs17721860
rs1977240
rs2072657
rs2216325
rs2268702
rs348692
rs3742262
rs4323319
rs4684284
rs4691298
rs4761798
rs4775968
rs4977127
rs498226
rs564584
rs6824615
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9
6
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11

O N O © O DN O DN~ O PP b O W

=
o W N

12
15

11

S1.3 Generation 2 Waist to Hip Ratio GxS Consensus Hits
Chromosome Coordinate

97114273
77706531
150836603
150861034
13082472
16573140
28486207
167449789
158784017
150868346
167428985
16679361
59790889
59790940
58406871
77710789
4576451
56440166
52447280
62423566
42442546
150831746
16560348
167510528
52867714
51980821
144172757
196686287
122181591
167425316

Exam 4
Rank
823

497
8
34
604
677
57
42
37
13
60
492
944
467
581
96
155
959
849
818
980
11
538
49
198
141
344
724
840
163

Exam 4 P-

value
0.0018

0.0011
1.28E-05
6.80E-05

0.0013

0.0015
1.00E-04
1.00E-04
8.27E-05
2.15E-05
2.00E-04

0.0011

0.0021

0.001

0.0013
2.00E-04
3.00E-04

0.0021

0.0019

0.0018

0.0022
1.54E-05

0.0012
1.00E-04
4.00E-04
3.00E-04
7.00E-04

0.0016

0.0019
3.00E-04

Exam 4
Rank
27

235
551
886
315
442
398

85
211
837
420
371
361
397

37
317
791
417
860
391
826
560
613
373
946
497
711
772
940
172

Exam 4 P-

Closest Gene
value
4.11E-05 RP11-61G24.1;0TTHUMG00000160944

4.00E-04 OSTF1,0TTHUMG00000020033
0.0012 RP11-291C6.1;0TTHUMG00000015820
0.0019 RP11-291C6.1;0TTHUMG00000015820
6.00E-04 RASSF10
9.00E-04 OTTHUMGO00000157049;RP11-194G10.1
8.00E-04 LINGO2;,0TTHUMG00000019721
1.00E-04 RP11-217C7.1;0TTHUMG00000161810
4.00E-04 OR10AA1P;0OTTHUMG00000022779
0.0019 RP11-291C6.1;0TTHUMG00000015820
9.00E-04 RP11-217C7.1,0TTHUMG00000161810
7.00E-04 AC079193.1
7.00E-04 AC007131.2,0TTHUMG00000152614
8.00E-04 AC007131.2;0TTHUMGO00000152614
4.89E-05 PDE4D;OTTHUMG00000162218
6.00E-04 OSTF1;0TTHUMGO00000020033
0.0018 OTTHUMGO00000019468;SLC1A1
9.00E-04 CCDC85A;0TTHUMG00000152033
0.0019 OTTHUMGO00000014849;RP1-180E22.3
8.00E-04 FAM19A2
0.0018 OTTHUMGO00000016799;KIAA0564
0.0012 RP11-291C6.1;0TTHUMG00000015820
0.0013 RFTN1;,0TTHUMGO00000156973
8.00E-04 RP11-217C7.1;,0TTHUMG00000161810
0.0021 KRT6C
0.0011 SCG3;0TTHUMG00000131748
0.0016 RP11-520P18.1,0TTHUMGO00000158696
0.0017 PIGZ,0TTHUMG00000155522
0.0021 AP001835.1
3.00E-04 RP11-217C7.1;,0TTHUMG00000161810



rs6829635
rs697492

rs7015223
rs7602551
rs7997862
rs8092949
rs8093221
rs894133

rs9315868
rs9432839
rs9562362
rs9894366
rs9992574

N 0 o »

13
18
18
11
13

13
17

167425361
166441592
144132469
56473480
42571136
9755258
9755411
13083916
42407759
84927162
-9
74373646
167457500

225
311
531
575

94
939
860
395
857

12
882

62

5.00E-04
6.00E-04
0.0012
0.0013
2.00E-04
0.0021
0.0019
8.00E-04
0.0019
1.98E-05
0.0019
3.32E-06
2.00E-04

805
166
278
30
330
35
23
101
659
487
586
87
49

0.0018 RP11-217C7.1;0TTHUMG00000161810
3.00E-04 RP11-459F1.3;,0TTHUMGO00000015992
5.00E-04 C8orf31
4.51E-05 CCDC85A;0TTHUMG00000152033
6.00E-04 OTTHUMGO00000016798;RP11-12124.3
4.72E-05 RAB31
3.57E-05 RAB31
1.00E-04 RASSF10

0.0014 OTTHUMGO00000016799;KIAA0564

0.001 OTTHUMGO00000009857;RPF1

0.0013 N/A
1.00E-04 OTTHUMGO00000155969;PRPSAP1
6.17E-05 RP11-217C7.1;,0TTHUMG00000161810

a - Single nucleotide polymorphism identification number for NCBI's dbSNP



