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Fig.1
95%CI Loop-specific
Loop ROR (truncated) Heterogeneity( f)
IVGC-Placebo-RTX —-—) 8.029 (1.00,79.50) 0.000
OGC-OR-Placebo-Somatostatin —— 2.365 (1.00,19.98) 0.000
IVGC-OGC-OR-Placebo —— 2.292 (1.00,17.15) 0.000
OGC-OGC+0OR-OR 1496 (1.00,5.31) 0.000
IVGC-IVGC+OR-OGC-OGC+0OR 1.397 (1.00,6.27) 0.000
IVGC-OGC-Placebo-Somatostatin 1.032 (1.00,16.46) 0.000
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Fig. 2



