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Abstract. 
The Xpert MTB/RIF assay can detect mutations in rpoB gene that confer rifampicin resistance (RR) using five overlapping probes (A, B, C, D, and E). In this study, we described our experience with the Xpert assay in a rural setting in India. During the study period, 3250 samples were processed. The result was unsuccessful in 5.7% of cases. For extrapulmonary specimens, the risk of unsuccessful result was higher in tissue biopsy and stool samples. Among samples positive for Mycobacterium tuberculosis, rifampicin resistance was indeterminate in 1.2% of them. Our results and a review of the literature showed that the most frequent mutations conferring RR were located in the region of Probe E (63.6%; 95% confidence interval [CI] 56.26–70.94), followed by Probe B (15.02%; 95% CI 11.94–18.10), Probe D (13.35%; 95% CI 10.01–16.69), Probe A (4.73%; 95% CI 1.92–7.54), and Probe C (1.61%; 95% CI 0.67–2.54). Although the high cost of the cartridges precluded using the Xpert assay for routine diagnosis of tuberculosis, our results demonstrate that the assay can be used to diagnose RR-tuberculosis in rural areas with limited laboratory infrastructure and could be a convenient tool to investigate the molecular epidemiology of RR in resource-limited settings.



1. Introduction
Rifampicin is arguably the most important drug in the treatment of tuberculosis (TB). Infection by rifampicin resistance (RR) TB requires long therapy with less effective and more toxic second-line drugs [1]. Proper treatment of RR-TB relies on prompt diagnosis [2]. However, diagnosis of RR-TB has been traditionally difficult, because it required sophisticated biosafety and laboratory infrastructures, which could be available in urban areas but hardly in rural settings.
The Xpert MTB/RIF assay is a WHO endorsed point-of-care molecular assay able to assess simultaneously diagnosis of TB and RR within two hours [3]. The assay requires minimal technical expertise and basic biosafety measures. The Xpert assay can detect mutations in five regions of the beta-subunit of the RNA polymerase enzyme (rpoB) gene using five overlapping probes (A, B, C, D, and E) [3]. Although the probe that confers RR is rarely reported in the clinical practice, the frequency of specific mutations in the rpoB region could provide useful information when studying the epidemiology of RR-TB in a particular region.
In this study, we describe our experience with the GeneXpert MTB/RIF assay and the molecular epidemiology of RR-TB in a rural setting in South India.
2. Methods
The study was performed in Anantapur, a district situated in the south border of Andhra Pradesh, India. In Anantapur, 72% of the population live in rural areas and 36% are illiterate [4]. Rural Development Trust General Hospital is a nonprofit 325-bed hospital in Bathalapalli, a rural village in Anantapur. The hospital belongs to a nongovernmental organization called Rural Development Trust.
We collected microbiological data from the Hospital Database of all samples processed with the GeneXpert MTB/RIF assay from 1 May 2011 to 31 December 2015. We also collected epidemiological data of patients who tested positive for RR. The assay was performed using the version G3 of the Xpert MTB/RIF assay until 7 April 2012 and the version G4 thereafter following manufacturer’s instructions (Cepheid, Sunnyvale, CA, USA). The GeneXpert MTB/RIF uses molecular beacons in five overlapping regions of the rpoB DNA region. The probes are able to detect mutations in the codons 507 to 511 (Probe A), 511 to 518 (Probe B), 518 to 523 (Probe C), 523 to 529 (Probe D), and 529 to 533 (Probe E).
Unsuccessful results were classified in three groups according to manufacturer’s instructions: “invalid” (failure of sample processing control because the sample was not properly processed or PCR was inhibited), “error” (failure of the probe check control because the reaction tube was filled improperly, because there was a reagent probe integrity problem, or because the maximum pressure limits were exceeded or there was a GeneXpert module failure) and “no result” (the test was stopped due to power outage) [5, 6]
A systematic review of the literature was performed. Both authors (RR and GAU) independently screened titles and abstracts from PubMed looking for studies describing mutations in the rpoB region using the GeneXpert MTB/RIF assay and published before 1 August 2017. We used the terms “Xpert” AND “mutations” AND (“rifampicin” OR “rifampin”) in PubMed. We excluded studies that did not mention the probes conferring RR.
Statistical analysis was performed using Stata Statistical Software (Stata Corporation, Release 14.2, College Station, Texas, USA). Confidence intervals (CI) for proportions were calculated using the Wilson method [7]. The pooled proportions were calculated using multilevel multinominal regression models with random intercepts for each study. The study was approved by the Ethics Committee of the Rural Development Trust Hospital.
3. Results
During the study period, 3250 samples were processed and the assay provided a valid result in 3064 (94.3%) cases and an unsuccessful result in 186 cases (5.7%) (Figure 1). Among unsuccessful results, 143 (76.9%) were classified as “error,” 23 (12.4%) as “invalid,” and 20 (10.7%) as “no result” due to power outages. The proportion of invalid results was 5.3% in sputum, 2.8% in pleural fluid, 3.2% in cerebrospinal fluid, 3.8% in ascitic fluid, 9.1% in pus, 19.1% in tissue biopsy, and 25% in stool. In a logistic regression model taking sputum specimens as the reference value, the odds ratio for having an unsuccessful result in extrapulmonary specimens was 0.52 (95% CI, 0.24–1.13) for pleural fluid, 0.58 (95% CI, 0.36–0.95) for cerebrospinal fluid, 0.7 (95% CI, 0.25–1.96) for ascitic fluid, 1.78 (95% CI, 0.9–3.53) for pus, 4.18 (95% CI, 1.38–12.69) for tissue biopsy, and 5.92 (95% CI, 1.57–22.27) for stool.




	
	
		
			
		
		
		
			
				
					
				
					
				
			
		
		
			
				
					
				
					
				
			
		
		
			
		
		
		
		
		
		
			
				
					
				
					
				
			
		
		
			
				
					
				
					
				
			
		
		
			
		
		
			
				
					
				
					
				
			
		
		
			
				
					
				
					
				
			
		
		
			
		
		
			
				
					
				
					
				
			
		
		
			
				
					
				
					
				
			
		
	


Figure 1: Flowchart of sample results using the GeneXpert MTB/RIF assay.


Out of 3064 valid results, Mycobacterium tuberculosis was detected in 1851 samples. Among samples positive for Mycobacterium tuberculosis, rifampicin resistance was indeterminate in 22 (1.2%), negative in 1658 (89.6%), and positive in 171 (9.2%).
Out of 171 patients diagnosed with RR-TB, 41 (24%) were female and the median age was 40 years (interquartile range, 31–49). RR-TB were detected in sputum (154), pus (5), cerebrospinal fluid (4), pleural fluid (4), pericardial fluid (1), synovial fluid (1), semen (1), and skin biopsy (1). The most common rpoB mutations were located in the region of Probe E (94, 55%), followed by Probe D (31, 18.1%), Probe B (26, 15.2%), Probe A (14, 8.2%), and Probe C (1, 0.6%). Combination of two probes was seen in five cases (2.9%): A&D in two cases, A&E in two cases, and B&D in one case.
The PubMed search strategy showed 47 studies, and 41 were excluded because they did not provide information about the probes that conferred RR. Finally, six studies were included in the analysis [8–13]. The results of these studies and our study are compared in Figure 2. Probe E was the most common in all studies, followed by Probe B, although Probe D was more frequent than Probe B in our study and in the one by Ochang et al. [10]. Probe C was seen rarely, except in the study by Metcalfe et al. in Zimbabwe [13]. The pooled prevalence of probe mutations across studies was 4.73% (95% CI, 1.92–7.54) for Probe A, 15.02% (95% CI, 11.94–18.1) for Probe B, 1.61% (95% CI, 0.67–2.54) for Probe C, 13.35% (95% CI, 10.01–16.69) for Probe D, 63.6% (95% CI, 56.26–70.94) for Probe E, and 1.69% (95% CI, 0.73–2.66) for probe combinations. Overall, the most common combination of probes was B&D (6 cases), followed by A&B (2), A&D (2), A&E (2), D&E (1), and one triple combination of A&D&E.




	
	
		
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
		
		
			
		
			
		
		
			
		
			
		
		
			
		
			
		
			
		
			
		
		
			
		
			
		
			
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
			
		
			
		
			
		
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
		
			
		
			
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
			
		
			
		
		
		
		
		
			
		
			
		
			
		
			
		
			
		
			
		
		
			
		
			
		
			
		
			
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
		
		
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
		
			
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
			
		
			
		
		
		
		
		
			
		
			
		
			
		
			
		
			
		
			
		
		
		
			
		
			
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
		
			
		
		
			
		
			
		
			
		
			
		
			
		
			
		
		
			
		
			
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
		
		
			
		
			
		
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
			
		
		
		
		
		
		
			
		
			
		
			
		
		
		
		
		
		
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
		
			
		
			
		
			
	


Figure 2: Comparison of the prevalence of probe failures conferring rifampicin resistance using the GeneXpert MTB/RIF assay in seven studies.


4. Discussion
With 130,000 new cases in 2015, India had the highest population of RR-TB in the world [2]. Although two-thirds of the Indian population live in rural areas [4], diagnosis of RR-TB in rural settings is difficult because of the scarcity of qualified technicians and sophisticated laboratories. Our results demonstrate that the Xpert MTB/RIF assay can be used to diagnose RR-TB in rural settings with limited laboratory infrastructure.
In the present study, the proportion of successful results with the Xpert assay was 94.3%, which is higher than the one reported in studies from Botswana (85%) or India (92.8%) [6, 14]. As in previous studies, failure of the check control of the probe was the most common type of unsuccessful result, suggesting that improving the sample processing skills of the operators could reduce the proportion of failures [6, 14, 15]. Although the Xpert assay was designed for respiratory specimens, our study shows that the assay can provide valid results in extrapulmonary samples, such as pleural fluid, cerebrospinal fluid, and ascitic fluid. Our findings indicate the assay can also be used for other types of extrapulmonary specimens, such as pus, stool, or tissue biopsy, but the probability of unsuccessful results is higher.
In this study, the proportion of positive results for Mycobacterium tuberculosis was high. This can be explained by the fact that because of the relatively high cost of the cartridges, we stopped using the Xpert assay for the routine diagnosis of TB infection. The assay was mostly used to diagnose RR-TB in patients with acid fast bacilli (AFB) in sputum or as a rule-in test when extrapulmonary TB was suspected [16]. In the majority of patients who had AFB negative sputum and positive Xpert MTB, empirical treatment of TB was already initiated based on TB symptoms and radiographic findings [17].
Our results and the review of six studies performed in other developing countries from Africa and Asia indicate that the most common mutations conferring RR are located in the region of Probe E, followed by Probe B and Probe D, while mutations in the region of Probe A and Probe C were less common [8–13]. The predominance of Probe E and the fact that the Xpert assay does not provide information of specific mutations in the rpoB gene limit its value as an epidemiological tool to study RR-TB. However, we argue that other methods are more difficult to implement in resource-poor settings and data are readily available in countries that have incorporated the Xpert MTB/RIF assay in their National TB programme. Information about the probes conferring RR could be used to assess trends over time, identify pockets of transmission, or investigate outbreaks, especially when RR is secondary to mutations outside the Probe E region.
Previous studies in India have shown that the most common mutation conferring RR is located in the codon 531 of the rpoB gene (TCG→TTG), in which serine is substituted with lysine [18–20]. In these studies, other common rpoB mutations were located in the codon 516, which is in the Probe B region, and codon 526, which is in the Probe D region. Although in our study we did not determine specific rpoB mutations, the 531 codon is located in the Probe E region and was likely the predominant mutations in our patients.
The study has important limitations. We did not perform mycobacterial culture nor drug susceptibility tests. Thus, we could not estimate the proportion of false positive and negative results of the Xpert assay to diagnose TB or RR-TB compared with the gold standard. Moreover, rpoB gene sequencing was not done, so we could not establish the specific rpoB mutations nor, therefore, the specificity and sensibility of the assay to detect mutations in the rpoB gene [19]. In addition, information about previous episodes of TB-treatment was not available, so we could not determine the prevalence of RR-TB in patients with and without history of TB-treatment in the past.
5. Conclusion
In terms of access to healthcare, the rural population is usually underprivileged. In our setting, the high cost of the cartridges, compared with the standard AFB staining, precluded using the Xpert assay for the routine diagnosis of TB. However, the study showed that the Xpert MTB/RIF assay can provide valid results to diagnose RR-TB in a setting with limited laboratory infrastructure. Our results and a review of the literature indicate that the most common mutations that confer RR are located in the Probe E region, but there were substantial differences across studies. We argue that the Xpert assay can be a convenient, although limited, tool to investigate the molecular epidemiology of RR for National Tuberculosis Programmes in resource-poor settings.
Conflicts of Interest
The authors declare that they have no conflicts of interest.
Acknowledgments
The authors would like to thank Anil Kumar Krolagondi and Francis Isac Kagola for their help.
References
	 World Health Organization, Companion Handbook to The WHO Guidelines for the Programmatic Management of Drug-Resistant Tuberculosis, 2014, http://www.ncbi.nlm.nih.gov/books/NBK247420/.
	 World Health Organization, Global tuberculosis report 2016, 2016, http://apps.who.int/iris/bitstream/10665/250441/1/9789241565394-eng.pdf.
	S. D. Lawn and M. P. Nicol, “Xpert MTB/RIF assay: development, evaluation and implementation of a new rapid molecular diagnostic for tuberculosis and rifampicin resistance,” Future Microbiology, vol. 6, no. 9, pp. 1067–1082, 2011.
	Office of the Registrar General and Census Commissioner, Census of India, India, 2011.
	T. Bodmer and A. Ströhle, “Diagnosing pulmonary tuberculosis with the Xpert MTB/RIF test,” Journal of Visualized Experiments, no. 62, Article ID e3547, 2012.
	N. Raizada, K. S. Sachdeva, A. Sreenivas et al., “Feasibility of decentralised deployment of Xpert MTB/RIF test at lower level of health system in india,” PLoS ONE, vol. 9, no. 2, Article ID e89301, 2014.
	A. Agresti and B. A. Coull, “Approximate is better than "exact" for interval estimation of binomial proportions,” The American Statistician, vol. 52, no. 2, pp. 119–126, 1998.
	A. Rahman, M. Sahrin, S. Afrin et al., “Comparison of Xpert MTB/RIF assay and genotype MTBDRplus DNA probes for detection of mutations associated with rifampicin resistance in mycobacterium tuberculosis,” PLoS ONE, vol. 11, no. 4, Article ID 0152694, 2016.
	R. Kaur, N. Jindal, S. Arora, and S. Kataria, “Epidemiology of rifampicin resistant tuberculosis and common mutations in rpoB gene of Mycobacterium tuberculosis: a retrospective study from six districts of Punjab (India) using Xpert MTB/RIF assay,” Journal of Laboratory Physicians, vol. 8, no. 2, pp. 96–100, 2016.
	E. A. Ochang, U. A. Udoh, U. E. Emanghe et al., “Evaluation of rifampicin resistance and 81-bp rifampicin resistant determinant region of rpoB gene mutations of Mycobacterium tuberculosis detected with XpertMTB/Rif in Cross River State, Nigeria,” International Journal of Mycobacteriology, vol. 5, pp. S145–S146, 2016.
	G. Mboowa, C. Namaganda, and W. Ssengooba, “Rifampicin resistance mutations in the 81 bp RRDR of rpoB gene in Mycobacterium tuberculosis clinical isolates using Xpert® MTB/RIF in Kampala, Uganda: a retrospective study,” BMC Infectious Diseases, vol. 14, article 481, 2014.
	I. Ullah, A. A. Shah, A. Basit et al., “Rifampicin resistance mutations in the 81 bp RRDR of rpoB gene in Mycobacterium tuberculosis clinical isolates using Xpert MTB/RIF in Khyber Pakhtunkhwa, Pakistan: a retrospective study,” BMC Infectious Diseases, vol. 16, article 413, 2016.
	J. Z. Metcalfe, S. Makumbirofa, B. Makamure et al., “XpertW MTB/RIF detection of rifampin resistance and time to treatment initiation in Harare, Zimbabwe,” The International Journal of Tuberculosis and Lung Disease, vol. 20, no. 7, pp. 882–889, 2016.
	T. Agizew, R. Boyd, N. Ndwapi et al., “Peripheral clinic versus centralized laboratory-based Xpert MTB/RIF performance: experience gained from a pragmatic, stepped-wedge trial in Botswana,” PLoS ONE, vol. 12, no. 8, p. e0183237, 2017.
	J. Creswell, A. J. Codlin, E. Andre et al., “Results from early programmatic implementation of Xpert MTB/RIF testing in nine countries,” BMC Infectious Diseases, vol. 14, article 2, 2014.
	G. Alvarez-Uria, J. M. Azcona, M. Midde, P. K. Naik, S. Reddy, and R. Reddy, “Reddy R. rapid diagnosis of pulmonary and extrapulmonary tuberculosis in hiv-infected patients. comparison of LED fluorescent microscopy and the genexpert MTB/RIF assay in a district hospital in India,” Tuberculosis Research and Treatment, vol. 2012, 4 pages, 2012.
	G. Theron, L. Zijenah, D. Chanda et al., “Feasibility, accuracy, and clinical effect of point-of-care Xpert MTB/RIF testing for tuberculosis in primary-care settings in Africa: a multicentre, randomised, controlled trial,” The Lancet, vol. 383, no. 9915, pp. 424–435, 2014.
	R. Thirumurugan, M. Kathirvel, K. Vallayyachari, K. Surendar, A. V. Samrot, and M. Muthaiah, “Molecular analysis of rpoB gene mutations in rifampicin resistant Mycobacterium tuberculosis isolates by multiple allele specific polymerase chain reaction in Puducherry, South India,” Journal of Infection and Public Health, vol. 8, no. 6, pp. 619–625, 2015.
	U. B. Singh, P. Pandey, G. Mehta et al., “Genotypic, phenotypic and clinical validation of genexpert in extra-pulmonary and pulmonary tuberculosis in India,” PLoS ONE, vol. 11, no. 2, Article ID e0149258, 2016.
	N. Suresh, U. B. Singh, J. Arora et al., “rpoB gene sequencing and spoligotyping of multidrug-resistant Mycobacterium tuberculosis isolates from India,” Infection, Genetics and Evolution, vol. 6, no. 6, pp. 474–483, 2006.


EPUB/Navigation/nav.xhtml


		

			

		  1. Introduction

		  2. Methods

		  3. Results

		  4. Discussion

		  5. Conclusion

		  References 





EPUB/Content/page-template.xpgt
 

   


     
	 
    

     
	 
    


     
	 
    


     
         
             
             
             
        
    

  




