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2 sequences of the Fungous 

>Seq1 [organism=Geotrichum candidum] [clone= AS F-1] 18s ribosomal RNA gene, 

partial cds 

CTCTAGTATAGCATTATACAGTGAAACTGCGAATGGCTCATTAAATCAGTTATCGTTTATTTG

ATATTACATTACTACTTGGATAACCGTGGTAATTCTAGAGCTAATACATGCTAAAACGGCCG

GGTTTCCGGCTGGTATTTATTAGATAAAAAACCAATGCCCTCGGGCTCTATGGTGAATCATA

ATAACTTGTCGAATCGCATGGCCTTGTGCCGGCGATGGTTCATTCAAATTTCTGCCCTATCAA

CTTTCGATGGTAGGATAGAGGCCTACCATGGTTTTAACGGGTAACGGGGAATCAGGGTTCG

ATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAA

ATTACCCAATCCTGACACAGGGAGGTAGTGACAATAAATAACGATACGGGGCCTATTAGGT

CTCGTAATTGGAATGAGAACAATTTAAATACCTTAACGAGGAACAATTAGAGGGCAAGTCT

GGTGCCAGCAGCCGCGGTAATTCCAGCTCTGATAGTATATATTAAAGTTGTTGCAGTTAAAA

AGCTCGTAGTTGAAACTTGGGTGCGTAGGGGCGGTCTCTTTTAGAGTACTACCCTGAAACA



TCTTTCTTTGGTGTAAACTTTCTATTTATTTAGGAAGTGTAAACCAAACATTTACTTTGAAAA

AATTAGAGTGTTCAAAGCAGGCCTTTGCTCGAATATATTAGCATGGAATAATAGAATAGGA

CGTATGGTTCTATTTTGTTGGTTTCTAGGACCGTCGTAATGATTAATAGGGACGGTCGGGGG

CATCAGTATTCAGTTGTCAGAGGTGAAATTCTTGGATTTACTGAAGACTAACTACTGCGAAA

GCATTTGCCAAGGACGTTTTCATTAATCAAGAACGAAAGTTAGGGGATCGAAGACGATCAG

ATACCGTCGTAGTCTTAACCGTAAACTATGCCGACTAGGGATCGGAGGGCGTTATAATAAC

CTCTCCGGCACCTTACGAGAAATCAAAGTTTTTGGGTTCTGGGGGGAGTATGGTTGCAAGG

CTGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCTGCGGCTTAATTT

GACTCAACACGGGGAAACTCACCAGGTCCAGACACAATAAGGATTGACAGATTGAGAGCTC

TTTCATGATTTTGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGCT

TAATTGCGATAACGAACGAGACCTTAACCTGCTAAATAGCTGTAACAATAGATTATTGTTTT

GACAGCTTCTTAGAGGGACTATCGATACA 

>Seq2 [organism=Candida pseudolambica] [clone= AS F-2] 18s ribosomal RNA gene, 

partial cds 

TTATAAGCATTATACGGTGAACTGCGAATGGCTCATTAAATCAGTTATCGTTTATTTGATAGT

TCCGTTCTACATGGATAACCGTGGAAAATCTAGAGCTAATACATGCGTAAAGCCCCGACTTT

TGGAGGGGTGTATTTATTAGATAAAAAATCAATGCCCTCGGGCCTTTTGATGATTCATAATA

ACTTTTCGAAGCTCATGGCCTTGTGCCGGAGCTGGTTCATTCAAATTTCTGCCCTATCAACTT

TCGATGGTAGGATAGAGGCCTACCATGGTTTTCACGGGTAACGGGGAATAAGGGTTCGATT

CCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATT

ACCCAATCCTGACACAGGGAGGTAGTGACAATATATAACGATACAGGGCCTTTGGTCTTGT

AATTGGAATGAGTACAATGTAAATACCTTAACGAGGAACAATTGGAGGGCAAGTCTGGTGC

CAGCACCCGCGGTAATTCCACCTCCAATAGCGTATATTAAAGTTGTTGCAGTTAAAAAGCTC

GTAGTTGAACTTTGGGCCTGGGCGGGCGGTCTACCTATGGTGAGTACTGCTGCGGCCGGGT

CTTTCCTTCTGGCTAGCCCTTGTGGCGAACCAGGACGATTACTTTGAGGAAATTAGAGTGTT

CAAAGCAGGCCTTTGCTCGGATATATTAGCATGGAATAATAGAATAGGACGTATGGTTCTAT

TTTGTTGGTTTCTAGGACCATCGTAATGATTAATAGGGACGGTCGGGGGCATCAGTATTCA

GTTGTCAGAGGTGAAATTCTTGGATTAACTGAAGACTAACTACTGCGAAAGCATTTGCCAA

GGACGTTTTCATTAATCAAGAACGAAAGTTAGGGGATCGAAGATGATCAGATACCGTCGTA

GTCTTAACCATAAACTATGCCGACTAGGGATCGGGTGGCGCTACTTTGCCCACTCGGCACCT

TACGAGAAATCAAAGTTTTTGGGTTCTGGGGGGAGTATGGTTGCAAGGCTGAAACTTAAAG

GAATTGACGGAAGGGCACCACCAGGAGTGGAGCCTGCGGCTTAATTTGACTCAACACGGG

GAAACTCACCAGGTCCAGACGTAATAAGGATTGACAAGTTAGAGACTTCTCTTGATCTTACG

GGTGGTGGTGCATGGCCGTTTTTAGTCCTTGGAGTGATTTGTCTGCTTAATTGCGATAACGG

ACGAGACCTTAACCTGCTAAATAGGGCTGCGAGCATCTGCTCGTGGGCTCTTCTTAGAGGG

ACTATGGGTATCAAA 



 

15 sequences of the bacteria 

>Seq1 [organism= Comamonadaceae bacterium] [clone= band 1] 16S rDNA gene, partial cds 

ATTTACCGCGGCTGCTGGCACGGAGTTAGCCGGGGCTTATTCTTACGGTACCGTCATGAGCCTTCTTT

ATTAGAAAAGACCTTTTCGTTCCGTACAAAAGCAGTTTACAACCCGAAGGCCTTCATCCTGCACGCGG

CATGGCTGGATCAGGCTTTCGCCCATTGTCCAAAATTCCCCACTGCTGCCTCCCGTGGG 

>Seq2 [organism= delta proteobacterium] [clone= band 2] 16S rDNA gene, partial cds 

CCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCGACCCTGATCCAGCCATGCCGCGT

GAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTGTCGGGAGGGAAGACGGGAGAAATCCCAGACGG

TACCTCGCAAGAAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAT 

>Seq3 [organism= Phenylobacterium sp.] [clone= band 3] 16S rDNA gene, partial cds 

CCTACGGGAGGCAGCAGTAGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCCATGCCGCGT

GAACGATGAAGGTCTTAGGATTGTAAAATTCTTTCACCGGGGACGATAATGACGGTACCCGGAGAA

GAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAAT 

>Seq4 [organism= Saprospiraceae bacterium] [clone= band 4] 16S rDNA gene, partial cds 

ATTACCGCGGCTGCTGGTACGGAGTTAGCCGGTGCTTATTCGTAAGGTACCGTCAACAGCACATAAA

TGTCCTGATTTCTTCCCAAACAAAAGAAGTTTACAACCCATAGGGCCTTAATCCTTCACGCGGGATGG

CTGAGTCAGATTTGCCTCCATTGCCCAATATTCCTTACTGCTGCCTCCCGTAGG 

>Seq5 [organism= Formosa sp.] [clone= band 5] 16S rDNA gene, partial cds 



CCTACGGGAGGCAGCAGTAAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTG

AAGGATTAAGGCCCTATAGGTTGTAAACTTCTTTTAGACGGGACAAAACCCCTTTACGTGTAAAGGG

TTGATGGTACTGTCAGAATAAGCATCGGCTAACTTCGTGCCAGCAGCCGCGGTAAT 

>Seq6 [organism= Acidovorax sp.] [clone= band 6] 16S rDNA gene, partial cds 

CCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTG

CAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGACTCCTTCTAATAAAGGG

GGTCCATGACGGTGCCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAAA 

>Seq7 [organism= Dyella sp.] [clone= band 7] 16S rDNA gene, partial cds 

ATTACCGCGGCTGCTGGCACGAAGTTAGCCAGTGCTTATTCCTCAGGTACCGTCAGCACGTCAGAGT

ATTAATCCAACGCTTTTCGTTCCTGATAAAAGTGCTTTACAACCCGAAGGCCTTCTTCACACACGCGG

CATTGCTGGATCAGGCTTGCGCCCATTGTCCAATATTCCCCACTGCTGCCTCCCGTAGG 

>Seq8 [organism= beta proteobacterium] [clone= band 8] 16S rDNA gene, partial cds 

CTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGC

AGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAACGGTCCTTTCTATTACGAGGG

GCTAATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 

>Seq9 [organism= Candidatus Nitrotoga arctica] [clone= band 9] 16S rDNA gene, partial cds 

CCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTG

AGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGGTGGAAAGAAAACGCATAGGTTAATACCTTG

TGCGGATGACGGTACCATCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 



>Seq10 [organism= Ideonella sp.] [clone= band 10] 16S rDNA gene, partial cds 

ATTACCGCGGCTGCTGGCACGTAGTTAGCCGGTGCTTATTCTTCAGGTACCGTCATCACCCCAAGATA

TTAGCTTGAAGCTTTTCTTCCCTGACAAAAGCGGTTTACAACCCGAAGGCCTTCTTCCCGCACGCGGC

ATGGCTGGATCAGGCTTGCGCCCATTGTCCAAAATTCCCCACTGCTGCCTCCCGTAGG 

>Seq11 [organism= Lewinella cohaerens] [clone= band 11] 16S rDNA gene, partial cds 

CCTACGGGAGGCAGCAGTAAGGAATATTGGACAATGGCCGCAAGGCTGATCCAGCCATCCAGCGTG

CAGGAAGAAGGCCCTATGGGTTGTAAACTGCTTTTATCAGGGAATAAACCTCTGGATTCACTCCGGA

GCTGAAGGTACCTGAAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAT 

>Seq12 [organism= Acidovorax sp.] [clone= band 12] 16S rDNA gene, partial cds 

ATTACGCGGCTGCTGGCACGTAGTTAGCCGGTGCTTATTCTTACGGTACCGTCATGAGCCCCAGGTA

TTAACCGGAGCCTTTTCGTTCCGTACAAAAGCAGTTTACAACCCGAAGGCCTTCATCCTGCACGCGGA

ATGGCTGGATCAGGCTTGCGCCCATTGTCCAAAATTCCCCACTGCTGCCTCCCGTAGG 

>Seq13 [organism= Porphyromonadaceae bacterium] [clone= band 13] 16S rDNA gene, 

partial cds 

ATTACCGCGGCTGCTGGCACGGAGTTAGCCGATCCTTATTCTCAGGGTACATACAAAACAGGACACG

TCCTGCACTTTATTCCCCTGCAAAAGAAGTTTACGAACCATAGATCCTTCTTCCTTCACGCGACTTGGC

TGGTTCAGGCTCTCGCCCATTGACCAATATTCCTCACTGCTGCCTCCCGTAGG 

>Seq14 [organism= Candidatus Nitrospira defluvii] [clone= band 14] 16S rDNA gene, partial 

cds 



GGCTGCTTCTGGAGGTACCGTCCGAACGATTGCTCGCTCCATCTTCCCTCCCGAAAGGGGTTTACAAT

CCGAAGACCTTCATCCCCCACGCGGCGTCGCTGCGTCAGGCTTTCGCCCATTGCGCAATATTCCCCAC

TGCTGCCTCCCGTAGG 

>Seq15 [organism= Phycisphaera mikurensis] [clone= band 15] 16S rDNA gene, partial cds 

CCTACGGGAGGCAGCAGTGGGGAATATTCCACAATGCGCGCAAGCGTGATGGAGCAATGCCGCGT

GCAGGATGAAGCCCTTCGGGGTGTAAACTGCTGTCAGGGGTAGCCAACTCAATGAGGCGCCCCAAA

GGAAGAGACGACTAACTCTGTGCCAGCAGCCGCGGTAAT 


