Supplementary Material :

Additional files 1: Table 1 Different components in the HQT formula.

Table 1: Herbal constituents of Hugan Qingzhi.

Pharmaceutical name English name  Botanical name Family Partused Chinese name Ratio
Rhizoma Alismatis Rhizome of
oriental water  aisma orientalis (Sam.) Juzep. Alismataceae ~ Rhizome  Ze Xie 6
plantain
Fructus Crataegi Hawthorn fruit  Crataegus pinnatifida Bunge Rosaceae Fruit Shan Zha 6
Pollen Typhae Cattail pollen  Typha orientalis C. Presl Typhaceae Pollen Pu Huang 3
Folium Nelumbinis Lotus leaf Nelumbo nucifera (Gaertn.) Nymphaeaceae Leaf He Ye 4
Radix Notoginseng Sanchi Panax pseudoginseng var. notoginseng  Araliaceae Root San Qi 1

Additional files 2: Table 2 The community coverage index of the NFD, HFD and HQT groups.

Noted: P=prophase, M= metaphase, A=anaphase.

Sample\Estimators ~ coverage Sample\Estimators coverage Sample\Estimators coverage
P_NFD_79 0.995277 M_NFD_9 0.996243 A_NFD_69 0.995921
P_NFD_6 0.995707 M_NFD_69 0.994794 A_NFD 6 0.995009
P_NFD 5 0.995653 M_NFD_6 0.99415 A _NFD 5 0.995707
P_NFD_14 0.995653 M_NFD_5 0.995492 A_NFD_13 0.995492
P_NFD 13 0.995921 M_NFD_4 0.995546 A _NFD 1 0.995707
P HQT 79 0.996458 M_HQT 79 0.996351 A_HQT 79 0.995385
P HQT 5 0.99576 M_HQT 5 0.996404 A_HQT 7 0.996458
P HQT 4 0.995277 M_HQT 4 0.994955 A_HQT 6 0.996458
P HQT 14 0.996243 M_HQT 3 0.995975 A_HQT 3 0.996243
P HQT 1 0.995331 M_HQT 14 0.996243 A_HQT 14 0.995921
P HFD 9 0.995975 M_HFD 9 0.996082 A_HFD 79 0.995868
P_HFD_7 0.996029 M_HFD_7 0.99619 A_HFD_6 0.996458
P_HFD 6 0.995277 M_HFD 6 0.996136 A_HFD 5 0.995653
P_HFD 5 0.995975 M_HFD 5 0.996243 A_HFD_13 0.995653
P_HFD 3 0.995814 M_HFD 1 0.99678 A_HFD_0 0.997424
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Additional files 3: Fig. 1 The rarefaction curves and Shannon curves of the NFD, HFD and HQT groups.

NFD-HFD

[ x‘.mﬂm!"“

 Chraies

RG] t & et
W anen

8¢ GammaprotEczacina 125 Holgsmansls
b-o_Paseursliies. 1 o_Alckacutm

1 g_Candidas_Sioquefichus
4G Pasisurslis s

I 1_Enterabacieriscaas

{_Lachmospircess
‘a_Lachnospraceas_UCG_010

oM =~

5_uncissstiee {_Crisienseraiaceas
———————————————— ;s
Cidales

———————————— o
1 Bt 247 e
Pt

.
&

- -
- -
- -
- m -
‘ y R e St
- - "
o W rcimetea . Grmomdiocnss = Pt
= 111 Cloairsalss_VaGinBBED_groun -
- n_nmqu_Cmr! jes_wneinBBED_group mm
111 Btaphylocoocacess
= k1’ 5 Siapyococous -
=1 f_Camobacteri - LI
-1 g_Camenacierum - S Sanaura s
- 01 Eryspekicha - ncksdferia
ninococzatese UCG 010
= nipreaes = e
p11_Erysipelolrichecese - g3 g rorank_o_ Gasiranasrophilaies. Mhnml .
-1 a Tunobeder = X

i
e
bt
-

Pl
Faincia

LDA SCORE(log10}
HFD-HQT

W AHFD
W AHQT el
o_Lactoliagies

K1:g_unciassiied_o_ Closticiales
“Enlerabacieraceas 1 Pe acaes

o Cronanacter mi G_unculured 1 Pepiocaccacese
- c_Dellaproteataciesia 1 g Pepocaccs
= o 6 Desulfoviurionales = o i sl
= 1:{ “Dasusovibtonacese = 011 Smpnyicaccacsan
= g3 Desulfoving. = q1:g_Suaphylocccus
= 5 Biophi = 76 Lacibacilales il
= iCp_Fimcitzs = 211 Sirapiocaceaceas " e E————
= | g Lachnaspraceae_UCG_010 = 11 - Sirepincoocus i eied oL aciabacices —
= i E Acehi = vt Canciied's_Lacsbacies = =
= e e v Rmmr\mm
T incerian,Sedss_{_Lacnospraceas Ry
9 Lachnospracess RAAATIE omun S poriek t B mrw'angwuw
S Liemaspracese UGG 003 e
G Coprococcus, Exdieo e
13 Eunactenium_ali_group i T
o Bl —Himnassarie,

9_Marvinbryanta
' {_Ruminacoosaceas

b -Baa-wdau 524 T group

v i Oscilspra g moranis {_Bamserciiiles, 524_7_proup LR T
w5 Ruminocaccacess_UCG 007 Ticess Beliprisobacetn
x - g__unclassified_{__Ruminococcacese h2:g_ Alistipe (Dasuboritionacass
¥ eroini 2 ' Tenercutes - Ruminclasridun
e, 2 icutes

- == k2 6_ Anaeroplasmataias.

- -1

- = 2. Ansercplasma

- = 120 Momneoosles

= 8o fumicosroum S =

= 1 s Famiy XiLuce 00 -5

= 1 unclaaned 1 Famiy_sam -

= i e - ceae
i = S s

9__Anasrafushs.
i1 nclassified o_Clestrdiales

i

A e o
undisssified_n_Clostidisles

i‘—»am M;a_uoﬂr-adn

st |_Foplacorcacess

i 17
-
e RUmincinsritum
50 45 40 35 30 25 20 15 10 05 Q0 05 10 15 20 25 3D 35 40 45 50
LDA SCORE(log10)

Additional files 4: Fig. 2 Key bacterial alterations in response to the HFD and HQT treatments. (A) Cladogram
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generated by the LEfSe analysis (LDA=2) showing enriched taxa in 12-week feces from the NFD (blue) and HFD
(red) groups. (B) LDA scores of enriched taxa shown in A. (C) Cladogram generated by the LEfSe analysis
(LDA=2) showing enriched taxa in 12-week feces from the HFD (red) and HQT (green) groups. (D) LDA scores

of enriched taxa shown in C.



