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Supplementary Table 1. Primers used for quantitative RT-PCR.

Primer Forward Reverse
Z0-1 (H) CTCCTGGATTTGGATTTGGA CTGTCCTTCAGCTGGTCCTC
Ocln (H) ATGGCTGCCTTTTGTTTCAT ATGCCCAGGATAGCACTCAC
Z0-1 (M) AGGACACCAAAGCATGTGAG GGCATTCCTGCTGGTTACA
Tir2 (M) GCCTTTCAGGGAATTAAGCTCC GATCAACCGATGGACGTGTAAA
Cnrl (M) CTGATGTTCTGGATCGGAGTC TCTGAGGTGTGAATGATGATGC
Glut2 (M) ACTTGGAAGGATCAAAGCAATGT CAGTCCTGAAATTAGCCCACAA
Nrf2 (M) TAGATGACCATGAGTCGCTTGC GCCAAACTTGCTCCATGTCC
Cat (M) CCAGCGACCAGATGAAGCAG CCACTCTCTCAGGAATCCGC
Sodl (M) CAGCATGGGTTCCACGTCCA CACATTGGCCACACCGTCCT
TNF-a (M) AGGCACTCCCCCAAAAGAT CAGTAGACAGAAGAGCGTGGTG
IL-6 (M) CTTCCATCCAGTTGCCTTCTTG AATTAAGCCTCCGACTTGTGAAG
Ocln (M) ATGTCCGGCCGATGCTCTC TTTGGCTGCTCTTGGGTCTGTAT
Lyzl (M) GCCAAGGTCTACAATCGTTGTGAGTTG CAGTCAGCCAGCTTGACACCACG
Pla2g2 (M) AGGATTCCCCCAAGGATGCCAC CAGCCGTTTCTGACAGGAGTTCTGG
Def4 (M) GGTGATCATCAGACCCCAGCATCA AAGAGACTAAAACTGAGGAGCAGC
Muc2 (M) GCTCGGAACTCCAGAAAGAAG GCCAGGGAATCGGTAGACAT
GAPDH (M) AGGTCGGTGTGAACGGATTTG TGTAGACCATGTAGTTGAGGTCA

GAPDH (H)

CTGGGCTACACTGAGCACC

AAGTGGTCGTTGAGGGCAATG
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Supplementary Figure S1. Andrographolide improved serum biochemical

profiles. (A) serum triglyceride, (B) cholesterol, (C) FFAs, (D) AST, (E) ALT and (F)

LDH levels were determined. Control, db/db mice administered with vehicle; AG,

db/db mice administered with 150 mg/kg andrographolide. Data represent means =+

s.e.m. (n=12), *p < 0.05 versus control group.
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Phylum Family Genus.
Otub Bacteroidetes 5247
Otu136 Firmicutes. Erysipelotrichaceae Allobaculum
Otu297 Tenericutes
Otu514 Firmicutes Lachnospiraceae
Otu663 Bacteroidetes 5247
Otu140 Firmicutes Erysipelotrichaceae
Otud67 Bacteroidetes 524-7
Otu195 Fimicutes
Otu271 Firmicutes Clostridiaceae Clostridium
Otu698 Bacteroidetes 5247
Otu777 Akkermansia
Otu655 Bacteroidetes 5247
Otu235 Firmicutes Mogibacteriaceae
Otu716 Bacteroidetes 5247
Otu424 Bacteroidetes 5247
Otu702 Bacteroidetes 5247
Otu606 Bacteroidetes 5247
&“ggg Bacteroidetes 5247
Al Bacteroidetes 5247
OtuB02 Bacteroidetes 5247
g:g;g Bacteroidetes 524-7
Firmicutes Ruminococeaceae
Otu177 Firmicutes Lachnospiraceae Ruminococcus
Qw127 e
Otudo3 Firmicutes Lachnospiraceae Coprococcus
Otu725
Firmicutes
gs;g; Firmicutes Ruminococcaceae Ruminococcus
mu453 Firmicutes. Ruminococcaceae
Firmicutes Ruminococeaceae
Q222 rred]
LI Firmicutes Lachnospiraceae Coprococcus
Otu648 Firmicutes
guggg Firmicutes Erysipelotrichaceae Coprobacillus
Bt:'n' 56 Firmicutes Lachnospiraceae
Firmicutes Lachnospiraceae
Otu473
Otur2 Bacteroidetes 57
g:;?: Firmicutes Lachnospiraceae Ruminococcus
Firmicutes Mogibacteriaceae
Otu77
Otudd
Otu155 Bacteroidetes 5247
Otu312 Bacteroidetes 5247
Otud14 Firmicutes Lachnaspiraceae
Otu37s Firmicutes Ruminococeaceae Ruminococeus
Otu452 Firmicutes
Dt:354 Fimictes
Otu691 Firmicutes Mogibacteriaceae
Otu379 Bacteroidetes 5247
Otu328 Firmicutes Lachnespiraceae Defluviitalea
Firmicutes Lachnospiraceae
Onia%s crmammaeia
Otu3s6 Firmicutes
Firmicutes
g"ggg Firmicutes Lachnospiraceae
Otu 665 Firmicutes
u Firmicutes
Otu223 Femicutes
gﬂg;g Firmicutes Ruminococeaceas Clostridium
Firmicutes Clostridiaceae Clostridium
Otu259
Firmicutes Ruminococcaceae
gl‘;:? Fimicutes Ruminococeaceae Oscillospira
u Firmicutes
gzg:g Firmicutes. Ruminococeaceae Oscillospira
Otu226 Bacteroidetes s24.7
i - B
Otu33o Firmicutes Ruminococeaceae
Otu3s3 Firmicutes. Lachnospiraceae
Otu100 Firmicutes Ruminococcaceae Osciliospira
Otu313 Firmicutes Lachnaspiraceae Ruminococcus
g:?gg Firmicutes Lachnospiraceae
Firmieutes
Otu626 Bacteroidetes Rikenellaceae
Otu350 Firmicutes
Otu173 Firmicutes Lachnospiraceae
Otu318 Firmicutes
Otu167 Firmicutes Ruminococeaceae
Otu261 ™7 Fi6
Otu250 Firmicutes Ruminococcaceae
Otu548 Firmicutes
162 Bacteroidetes 5247
&:2?0 Firmicutes Lachnospiraceae
Otu233 Firmicutes Lachnospiraceae Roseburia
Otu166 Firmicutes
Otu291 Firmicutes Ruminococeaceae Oscillospira
Tenericutes
gﬂg;g Fimicutes Ruminococcaceae Oscillospira
Otu32 Bacteroidetes Rikenellaceae
Otu16 Bacteroidetes Rikenellaceae
Otu210 Firmicutes
Otu3s2 Bacteroidetes 5247
Otu123 Firmicutes Ruminococeaceae
Otu609
0&”32 Firmicutes Lachnospiraceae
U Bacteroidetes 5247
Otu664 Fnmicutes
Otu2s Bacteroidetes 5247
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Supplementary Figure S2. Heatmap of gut bacterial profiles. OUT annotation of
gut microbiota with significant difference between control (C) and andrographolide
(A) groups. Control, db/db mice administered with vehicle; AG, db/db mice
administered with 150 mg/kg andrographolide, n=6, *p < 0.05 versus control group.
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