Exosomal IncRNA PVT1/VEGFA axis promotes colon cancer metastasis and

stemness by downregulation of tumor suppressor miR-152-3p
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Supplementary Table 1. Primer sequences used in this study

Gene Forward sequence Reverse sequence

PVTI TCGAGGTCATAGTTCCTGTTGG GCCCCTTCTATGGGAATCACTA
EGFR GGCACTTTTGAAGATCATTTTCTC | CTGTGTTGAGGGCAATGAG
VEGFA | ATCTGCATGGTGATGTTGGA GGGCAGAATCATCACGAAGT
GAPDH | GAGTCAACGGATTTGTCGT GACAAGCTTCCCGTTCTCAG
RPLI19 | ATGACTGCATCGTTGATAAAATCC | GGCGCAAAATCCTCATTCTC




Supplementary Table 2. Clinical table (GSE17537) of Figure 1B

PVT1
Clinicopathological .
Variables No. ngh, Low. x>  p-value
expression expression
Age, years
<62 29 12 17 2229 0.135
>62 26 16 10
Gender
Male 26 9 17 5238  0.022
Female ) 19 10
Primary Stage
I+11 19 8 11 0.900 0.343
[I+1V 36 20 16




= U87-MG

= FaDu

= MDA-MB-231
= HCT116

300

1 1
S S
= —]
(] L

(%) AIIqeIA [19D

Supplementary Figure S1. Cell viability of different cancer cell lines

with exosome treatment.
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Supplementary Figure S2. Gene expression of PVT1 and VEGF family
in different cancer cell lines.
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Supplementary Figure S3. Relative gene expression of miR-152-3p and
PVTI in primary stages
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Supplementary Figure S4. Full-size blots of Figure 2A
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Supplementary Figure S5. Full-size blots of Figure 2E
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Supplementary Figure S6. Full-size blots of Figure 4B
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Supplementary Figure S7. Full-size blots of Figure 4E
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Supplementary Figure S8. Full-size blots of Figure SE
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