A o . W~ -
yel2s 98 9 FER. o oarqBLs
B5ifardcgs 329553 8,288828¢
BE0EdESSR g Yo sEnEREE22E
SUESRNESESERETEE LIS ER28 5y
ddcdr-r EOSEUIVNEEXEQUHaESI I IE s
[ ] [ ] ae a8 o8
anes ae L ] aens
es 0 a0 aee o eee
ane ane a [ 1 '] ]
oe [ 1 Y o sees
] o aee e are | ]
[ ] ] a0 aee feeee
ore o a0 8e8e ee
o8 oes L I 1
[ ] L] a0
e _8es asas o ene
o _ee a8es a8 o
] o a8 acoe e
] L] ] aee L
([ ] o9 ae oe | ]
[ ] a0e ae L
an ses e o8 a8 o
e [ ] [ ] e e 0
ases. & ]
ane [ ] ae as
[ ] ae a9 e ae
are e a0
e e e een L ]
[ ] a0
e a e a
[ ] a s e a a e
{ I | IO} [ B | [ ]
L ] ance ae [ 1 B ]
{ ] ] [ }
e e o0

High

]

-ilog10 p value

GABAergic_synapse
Retrograde_endocannabinoid_signaling
Synaptic_vesicle_cycle
WMerphine_addiction
Glutamatergic_synapse
DNA_replication

Serotonergic_synapse
Nicotine_addiction
Long_term_potentiation

Ribosome

Dopaminergic_synapse
Cholinergic_synapse

Cell_cycle

Spliceosome

Circadian_entrainment

RNA_transport
Oxytocin_signaling_pathway
Mismatch_repair
Amphetamine_addiction
Oocyte_maiosis
MAPK_signaling_pathway
Staphylocoecus_aureus_infection
Progesterone_mediated_cocyte_maturation
Phagosome
Antigen_processing_and_presentation
Insulin_secretion
Vibrio_sholerae_infection
Long_term_depression
Ribosome_bingenesis_in_eukaryotes
Axon_guidance

VSTM24-0T1
MIR155HG

MIR210HG
® LiNCoTs

@ RP11-430B1.2

@8@ TRHOE-AST

TMEM191A
DGCR5

@ UBL7ASY

LINCO123
HOTAIR

@ LiNcottts
® FvTi

RP1-232024.3
RP11-384514.2
RP11-401.2
SNAI3-AS1

LINCO1102

Ribosome
@ Retrograde_endocannabinoid_signaling
GABAargic_synapse
Cell_cycle
DNA_replication
Synaptic_vesicle_cycle
Splicsosome
Morphine_sddiction
RNA_transport
Dopaminergic_synapse
@ Giutamatergic_synapse
ECM_receptor_interaction
Oocyte_meiosis
Nicotine_addiction
Ribosoma_biogenesis_in_eukaryotes
Cholinergic_synapse
Sarctonergic_synapse
Circadian_entrainment
Long_term_depression
Focal_adhesion
Vibrio_chelerae_infection
TNF_signaling_pathway
Progesterone_mediated_oocyte_maturation
Protein_processing_in_endoplasmic_reticulum
@ Leukocyte_transendothelial_migration
@ Sstaphylococcus_aureus_infection
MAPEC_sighaling_pathway
Glycosaminoglycan_degradation
Antigan_processing_and_prasantation
Amoebiasis

Supplemental FIGURE 2. Expression levels of glioblastoma-associated IncRNAs

correlate with the expressions of cell-cycle genes.

(A) Top 30 KEGG pathways significantly correlated with the expression of therapy-resistant

IncRNAs. (B) Top 30 KEGG pathways significantly correlated with the expression of therapy

reversed IncRNAs. Each column corresponds to a single IncRNA, and each row corresponds

to a KEGG pathway with an overrepresentation of genes correlating with IncRNA (p <= 0.01).

The pathways were ranked by the sum of the negative log10 p-value of each IncRNA for each

pathway. Top 30 pathways are shown.



