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Annexin V FITC

E positive regulation of establishment
of protein locallzation to
mitochondrion

mitochondrial outer membrane
permeabilization

regulation of mitochondrial
membrane permeability

positive regulation of membrane
permeability

regulation of mitochondrial
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apoptotic process

regulation of mfmbrane permeability

mitgetiondrial outer membrane

~Ppermeabilization involved in
programmed cell death

positive regulation of mitochondrial
membrane permeabilty involved in
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