A a. Overlapping b. Complementary c. Single exposure d. Non-exposure

Zn<0,Zs5<0,Spg<0  Zgp<0,Ze5<0,S,520  Zgp<0,Zs520,S,520  Zg20,Zs520,S,520

<l

7 N

S
1%

CA drug module (A)

Sps =0.12
Figure S1. Network-based drug combinations for stroke therapy. (A) The possible
exposure mode of disease module (stroke) to the pairwise drug combinations. We
asserted that it was an effective drug combination that would be captured by the
“Complementary Exposure” pattern If the two drug-target modules both overlapped
with disease module, but were separated in the human interactome. Zsa and Zsg
represent the network proximity (Z-score) between targets of drugs (SCU and CA) and
stroke module. Sag represents separation score of targets between CA and SCU. (B)
Network proximity analysis suggests that SCU and CA is not a potential drug

combination for stroke therapy.



