LGL
Model

Description

aspartate superpathway

NAD salvage pathway |

glycogen degradation | (bacterial)

myo-, chiro— and scillo—inositol degradation

gluconeogenesis |

superpathway of L-lysine, L-threonine and L-methionine biosynthesis |

superpathway of pyrimidine deoxyribonucleotides de novo biosynthesis

colanic acid building blocks biosynthesis

superpathway of L-serine and glycine biosynthesis |

95% confidence intercals
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