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LGL
Model

Description

Carbonate dehydratase
NAD(+) diphosphatase
Diacylglycerol kinase (ATP)
3-hydroxyacyl-[acyl-carrier—protein] dehydratase
Nicotinate phosphoribosyltransferase
Alanine dehydrogenase
Dihydroorotate dehydrogenase (quinone)
Acyl-[acyl-carrier—protein]-—phospholipid O-acyltransferase
Phosphomethylpyrimidine synthase
Cytidine deaminase
Glycerate dehydrogenase
Long-chain-fatty—acid—-[acyl-carrier—protein] ligase
Pyridoxal kinase
4-hydroxy-2-oxovalerate aldolase
4-hydroxybenzoate polyprenyltransferase
Potassium-transporting ATPase
2,3,4,5—tetrahydropyridine—2,6—dicarboxylate N—succinyltransferase
Site—specific DNA-methyltransferase (cytosine—N(4)-specific)
Phosphoserine transaminase
Alpha—-methylacyl-CoA racemase
Aminoglycoside N(3")—acetyltransferase
Zinc—exporting ATPase
Cadmium-exporting ATPase
Molybdopterin molybdotransferase
3-deoxy—D-manno-octulosonic acid kinase
Hydrogenase (acceptor)
1,4-alpha—glucan branching enzyme
Ferroxidase
NAD(P)(+) transhydrogenase (Re/Si—specific)

[Protein—PII] uridylyltransferase

UL

95% confidence intercals

—0.0386197538427007
—0.038592937528755

— 0.0360224595657972
—0.0352017831909024
— 0.0338048984612962
—0.032700392774751

—0.0322827508100359
—0.0313037273206244
— 0.0308904794069625
—0.0305341518863913
—0.0302824791882126
—0.0296772533976177
—0.0292073864802536
—0.0287461220839294
—0.027003656338923

—0.0244347268652373
—0.0224170073030918
—0.021761059723044

—0.0189094144844386
—0.018780561344671

—0.0183539742781465
—0.0170598635573036
—0.0170598635573036
—0.0166293198607099
—0.0157969142956892
—0.0154305592563253
—0.0141616633573146

—0.0121349370665812

—0.000481381383359406
—0.000411431039290657
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