
                      10                      20                      30                      40                       50                     60                      70                      80                      90                     100
MSNPGTRRNG       SSIKIRLTVL CAKNLAKKDF    FRLPDPFAKI VVDGSGQCHS TDTVKNTLDP  KWNQHYDLYV    GKTDSITISV WNHKKIHKKQ    GAGFLGCVRL  
MSNPGTRRNG       SSIKIRLTVL CAKNLAKKDF    FRLPDPFAKI VVDGSGQCHS TDTVKNTLDP  KWNQHYDLYV    GKTDSITISV WNHKKIHKKQ    GAGFLGCVRL  
 
                    110                    120                    130                    140                     150                    160                    170                    180                    190                     200
   LSNAISRLKD   TGYQRLDLCK LNPSDTDAVR   GQIVVSLQTR   DRIGTGGSVV DCRGLLENEG   TVYEDSGPGR PLSCFMEEPA   PYTDSTGAAA  GGGNCRFVES 
   LSNAISRLKD   TGYQRLDLCK LNPSDTDAVR   GQIVVSLQTR   DRIGGGGSVV DCRGLLENEG  TVYEDSGPGR  PLSCLMEEPA   PYTDGTGAAA GGGNCRFVES

                    210                    220                    230                    240                     250                    260                    270                    280                    290                     300
  YFLHTQTGVS   TWHDPRIPSP  SGTIPGGDAA   FLYEFLLQGH  TSEPRDLNSV PSQDQRLQAQ  RLRNPDVRGS LQTPQNRPHG HQSPELPEGY EQRTTVQGQV 
                                                                                                                                    PSQDQRLLVQ  RLRNPEVRGS  LQTPQNRPHG HQSPELPEGY EQRTTVQGQV 
  YFLHTQTGVS   TWHDPRIP                                                                    RDLNSV

                    310                    320                    330                    340                     350                     360                    370                    380                    390                    400
  NCDELGPLPP GWEVRSTVSG  RIYFVDHNNR  TTQFTDPRLH  HIMNHQCQLK    EPSQPLPLPS  EGSLEDEELP  AQRYERDLVQ   KLKVLRHELS LQQPQAGHCR 
  NCDELGPLPP GWEVRSTVSG  RIYFVDHNNR  TTQFTDPRLH  HIMNHQCQLK   EPSQPLQLPS  EGSVEDEELP  AQRYERDLVQ    KLKVLRHELS LQQPQAGHCR
  
                    410                    420                    430                    440                    450                     460                    470                    480                    490                    500
     IEVSREEIFE ESYRQIMKMR  PKDLKKRLMV  KFRGEEGLDY GGVAREWLYL  LCHEMLNPYY    GLFQYSTDNI  YMLQINPDSS   INPDHLSYFH   FVGRIMGLAV 
     IEVSREEIFE ESYRQIMKMR  PKDLKKRLMV  KFRGEEGLDY GGVAREWLYL  LCHEMLNPYY    GLFQYSTDNI  YTLQINPDSS    INPDHLSYFH  FVGRIMGLAV
 
                    510                    520                    530                    540                    550                      560                    570                    580                    590                   600
  FHGHYINGGF   TVPFYKQLLG   KPIQLSDLES   VDPELHKSLV   WILENDITPV     LDHTFCVEHN    AFGRILQHEL KPNGRNVPVT  EENKKEYVRL  YVNWRFMRGI  
  FHGHYINGGF   TVPFYKQLLG   KPIQLSDLES   VDPELHKSLV   WILENDITPV     LDHTFCVEHN    AFGRILQHEL KPNGRNVPVT  EENKKEYVRL  YVNWRFMRGI
                    610                    620                    630                    640                   650                       660                    670                    680                    690                   700
  EAQFLALQKG    FNELIPQHLL   KPFDQKELEL       IIGGLDKIDL NDWKSNTRLK     HCVADSNIVR  WFWQAVETFD EERRARLLQF VTGSTRVPLQ GFKALQGSTG  
  EAQFLALQKG    FNELIPQHLL   KPFDQKELEL       IIGGLDKIDL NDWKSNTRLK     HCVADSNIVR  WFWQAVETFD EERRARLLQF VTGSTRVPLQ GFKALQGSTG
                    710                    720                    730                   740                    750
   AAGPRLFTIH     LIDANTDNLP  KAHTCFNRID   IPPYESYEKL    YEKLLTAVEE     TCGFAVE
   AAGPRLFTIH     LIDANTDNLP  KAHTCFNRID   IPPYESYEKL    YEKLLTAVEE     TCGFAVE

Hsa_Smurf1 Sequence

Hsa_Smad3 Sequence
MH1 MH2

C2 WW WW HECT

Rno_Smad3 Sequence
MH1 MH2

Rno_Smurf1 Sequence
C2 WW WW HECT

1 99

9914

420 757

394 731

31 131 227 403

31 131 227 403
                     10                       20                        30                      40                       50                     60                       70                         80                     90                        100
   MSSILPFTPP     IVKRLLGWKK GEQNGQEEKW   CEKAVKSLVK    KLKKTGQLDE  LEKAITTQNV   NTKCITIPRS      LDGRLQVSHR  KGLPHVIYCR   LWRWPDLHSH
   MSSILPFTPP     IVKRLLGWKK GEQNGQEEKW   CEKAVKSLVK    KLKKTGQLDE  LEKAITTQNV   NTKCITIPRS      LDGRLQVSHR  KGLPHVIYCR   LWRWPDLHSH
  
                   110                      120                      130                    140                      150                   160                    170                       180                  190                        200
HELRAMELCE    FAFNMKKDEV   CVNPYHYQRV    ETPVLPPVLV      PRHTEIPAEF PPLDDYSHSI    PENTNFPAGI     EPQSNIPETP PPGYLSEDGE   TSDHQMNHSM
HELRAMELCE    FAFNMKKDEV   CVNPYHYQRV    ETPVLPPVLV      PRHTEIPAEF PPLDDYSHSI    PENTNFPAGI     EPQSNIPETP PPGYLSEDGE   TSDHQMNHSM  
 
                   210                      220                      230                    240                      250                   260                    270                       280                  290                        300
DAGSPNLSPN    PMSPAHNNLD    LQPVTYCEPA   FWCSISYYEL    NQRVGETFHA SQPSMTVDGF TDPSNSERFC    LGLLSNVNRN   AAVELTRRHI      GRGVRLYYIG
DAGSPNLSPN    PMSPAHNNLD    LQPVTYCEPA   FWCSISYYEL    NQRVGETFHA SQPSMTVDGF TDPSNSERFC    LGLLSNVNRN   AAVELTRRHI      GRGVRLYYIG
 
                   310                      320                      330                    340                      350                   360                    370                       380                  390                        400
GEVFAECLSD      SAIFVQSPNC   NQRYGWHPAT   VCKIPPGCNL    KIFNNQEFAA   LLAQSVNQGF EAVYQLTRMC    TIRMSFVKGW GAEYRRQTVT      STPCWIELHL
GEVFAECLSD      SAIFVQSPNC   NQRYGWHPAT   VCKIPPGCNL    KIFNNQEFAA   LLAQSVNQGF EAVYQLTRMC    TIRMSFVKGW GAEYRRQTVT      STPCWIELHL
  
                   410                      420 
NGPLQWLDKV    LTQMGSPSIR   CSSVS 
NGPLQWLDKV    LTQMGSPSIR   CSSVS

A
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C


