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Locus names
Cell Ho. Cell name
EV DESE18 D1355L7 DTSB20 D165633 ¥¥A THO1 AN TPOX CSF1PO Figures
Quary (Your Call) 12,12 11,13 10,13 8,8 16, 18 &8 nrx | & 11 12,14
1.00(35/36) CRL-2882 j BCI-H3255 11,12 11,13 10,13 8,8 18, 18 a,8 b 4 § 8,11 11,14
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Marker Allele 1 Allele 2
D198433 13 15
D5S818 11 12
D21S11 27 29
D18S51 13 19
AMEL X X
D381358 16 17
DI13S317 11 13
D7S820 10 13
D168539 8 8
CSF1PO 11 14
vWA 16 16
D8S1179 13 14
TPOX 8 11
THO1 6 6
D281338 19 21
FGA 23 23
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