Supplemental data 1: Accesion numbers for PPAR proteins

Table S1: All PPAR protein Accession numbers used for Protein alignment using Praline and Phylogentic tree (Geneious)

PPAR Species Accession numbers
Mouse Mus musculus NP_001106889.1
Rat Rattus norvegicus NP_037328.1
Human Homo sapiens CAG33716.1
Crab-eating macaque Macaca fascicularis XP_005567059.1
Rhesus macaque Macaca mulatta NP_001028201.1
Chicken Gallus gallus NP_001001464.1
African clawed frog Xenopus laevis AAH79684.1

PPARA Japanese medaka Oryzias latipes BAH58103.1
Cow Bos taurus NP_001029208.1
Salmon Salmo salar NP_001117032.1
Dog Canis lupus familiaris NP_001003093.1
Wild boar Sus scrofa NP_001037991.1
Rainbow trout Oncorhynchus mykiss ADN92684.1
Zebrafish a Danio rerio NP_001154805.1
Zebrafish b NP_001096037.1
Mouse Mus musculus NP_035275.1
Rat Rattus norvegicus NP_037273.2
Human Homo sapiens NP_001165289.1
Crab-eating macaque Macaca fascicularis XP_005553282.1
Rhesus macaque Macaca mulatta AFI133297.1
Chicken Gallus gallus NP_990059.1
African clawed frog Xenopus laevis NP_001081310.1

PPARD Japanese medaka Oryzias latipes BAH58104.1
Cow Bos taurus NP_001077105.1
Salmon Salmo salar AAK76399.1
Dog Canis lupus familiaris NP_001041567.1
Wild boar Sus scrofa NP_999317.2
Rainbow trout Oncorhynchus mykiss ADN92685.1
Zebrafish a Danio rerio XP_005168343.1
Zebrafish b NP_571543.1
Mouse 1 Mus musculus NP_001120802.1
Mouse 2 NP_035276.2
Rat 1 Rattus norvegicus NP_037256.1
Rat 2 NP_001138838.1
Human 1 Homo sapiens NP_005028.4
Human 2 NP_056953.2
Crab-eating macaque Macaca fascicularis NP_001270028.1
Rhesus macaque Macaca mulatta NP_001028032.1
Chicken Gallus gallus NP_001001460.1

PPARG

African clawed frog

Xenopus laevis

NP_001081312.1

Japanese medaka

Oryzias latipes

NP_001158348.1

Cow 1 Bos taurus AAI16099.1

Cow 2 NP_851367.1
Salmon Salmo salar CAC95231.1

Dog Canis lupus familiaris NP_001019803.1
Wild boar Sus scrofa NP_999544.1
Rabbit Oryctolagus cuniculus NP_001075617.1
Rainbow trout Oncorhynchus mykiss ADN92686.1
Zebrafish Danio rerio NP_571542.1




Supplemental data 2A: Protein
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Supplemental data 2B: Protein alignment PPARD

Unconserved .-5 6 - Conserved
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Supplemental data 2C: Protein alignment PPARG

Unconserved .-5 6 -Conserved
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Supplemental data 3A: Synteny of zebrafish genomic regions of Pparaa and Pparab to human
genomic region of PPARA
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Supplemental data 3B: Synteny of zebrafish genomic regions of Pparda and Ppardb to human
genomic region of PPARD
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Supplemental data 3C: Synteny of zebrafish genomic regions of Pparg to human genomic
region of PPARG
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