
Probe Set IDGene SymbolAccession NumberGene DescriptionDatabase SourceMean Signal of Group Sca1+CD31? cells mRNAMean Signal of Group Sca1+CD31+ mRNAFold ChangeRank

TC0100001338.mm.1Ptgs2 NM_011198"Mus musculus prostaglandin-endoperoxide synthase 2 (Ptgs2), mRNA."RefSeq 10.42688 4.994938 43.16952 1

TC0200000819.mm.1Tnfaip6 NM_009398"Mus musculus tumor necrosis factor alpha induced protein 6 (Tnfaip6), mRNA."RefSeq 9.135637 3.854242 38.89182 2

TC1500001151.mm.1C7 NM_001243837"Mus musculus complement component 7 (C7), mRNA."RefSeq 9.826669 4.579502 37.97997 3

TC1100004002.mm.1Abca6 NM_147218"Mus musculus ATP-binding cassette, sub-family A (ABC1), member 6 (Abca6), transcript variant 1, mRNA."RefSeq 9.349654 4.416313 30.55509 4

TC1100000526.mm.1Gfpt2 NM_013529"Mus musculus glutamine fructose-6-phosphate transaminase 2 (Gfpt2), mRNA."RefSeq 10.72557 5.903226 28.29249 5

TC1100004000.mm.1Abca9 NM_147220"Mus musculus ATP-binding cassette, sub-family A (ABC1), member 9 (Abca9), mRNA."RefSeq 9.317104 4.52298 27.74439 6

TC1700002352.mm.1C3 NM_009778"Mus musculus complement component 3 (C3), mRNA."RefSeq 11.07218 6.372789 25.98105 7

TC0100001308.mm.1Kcnt2 NM_001081027"Mus musculus potassium channel, subfamily T, member 2 (Kcnt2), mRNA."RefSeq 8.345459 3.655662 25.8089 8

TC1100000284.mm.1Efemp1 NM_146015"Mus musculus epidermal growth factor-containing fibulin-like extracellular matrix protein 1 (Efemp1), mRNA."RefSeq 9.064316 4.388436 25.56114 9

TC0600001384.mm.1Mfap5 NM_015776"Mus musculus microfibrillar associated protein 5 (Mfap5), mRNA."RefSeq 10.35433 5.723978 24.76703 10

TC1500000395.mm.1Col14a1 NM_181277"Mus musculus collagen, type XIV, alpha 1 (Col14a1), mRNA."RefSeq 9.704146 5.110921 24.13785 11

TC1000001919.mm.1Lama2 NM_008481"Mus musculus laminin, alpha 2 (Lama2), mRNA."RefSeq 10.38365 5.859805 23.00453 12

TC0700001580.mm.1Olfml1 NM_172907"Mus musculus olfactomedin-like 1 (Olfml1), mRNA."RefSeq 7.867038 3.39464 22.19862 13

TC0100000112.mm.1Pi15 NM_053191"Mus musculus peptidase inhibitor 15 (Pi15), mRNA."RefSeq 7.843122 3.379739 22.06034 14

TC0500001501.mm.1Gpr133 NM_001081342"Mus musculus G protein-coupled receptor 133 (Gpr133), mRNA."RefSeq 9.662302 5.233691 21.53499 15

TC1600001604.mm.1Pla1a NM_134102"Mus musculus phospholipase A1 member A (Pla1a), mRNA."RefSeq 9.273029 4.861741 21.27796 16

TC0500000131.mm.1Sema3c NM_013657"Mus musculus sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3C (Sema3c), mRNA."RefSeq 8.252346 3.849847 21.14873 17

TC1300000568.mm.1Omd NM_012050"Mus musculus osteomodulin (Omd), mRNA."RefSeq 7.805657 3.415406 20.96994 18

TC0200003682.mm.1Scn7a NM_009135"Mus musculus sodium channel, voltage-gated, type VII, alpha (Scn7a), mRNA."RefSeq 10.01564 5.63295 20.86027 19

TC1200001047.mm.1Serpina3n NM_009252"Mus musculus serine (or cysteine) peptidase inhibitor, clade A, member 3N (Serpina3n), mRNA."RefSeq 9.498101 5.1176 20.8287 20

TC1300002392.mm.1Vcan NM_001134475"Mus musculus versican (Vcan), transcript variant 4, mRNA."RefSeq 8.736898 4.378549 20.51133 21

TC0X00001271.mm.1Srpx2 NM_026838"Mus musculus sushi-repeat-containing protein, X-linked 2 (Srpx2), transcript variant 1, mRNA."RefSeq 8.813413 4.485347 20.08527 22

TC1100003999.mm.1Abca8a NM_153145"Mus musculus ATP-binding cassette, sub-family A (ABC1), member 8a (Abca8a), mRNA."RefSeq 10.44816 6.131154 19.9319 23

TC0500003722.mm.1Medag NM_027519"Mus musculus mesenteric estrogen dependent adipogenesis (Medag), mRNA."RefSeq 9.514001 5.202251 19.8594 24

TC1700000644.mm.1Tnxb NM_031176"Mus musculus tenascin XB (Tnxb), mRNA."RefSeq 10.60375 6.324486 19.41725 25

TC0900001200.mm.1Pcolce2 NM_029620"Mus musculus procollagen C-endopeptidase enhancer 2 (Pcolce2), mRNA."RefSeq 10.02489 5.747079 19.39762 26

TC0300002056.mm.1Igsf10 NM_001162884"Mus musculus immunoglobulin superfamily, member 10 (Igsf10), mRNA."RefSeq 8.420385 4.1446 19.37044 27

TC1100000161.mm.1Egfr NM_007912"Mus musculus epidermal growth factor receptor (Egfr), transcript variant 2, mRNA."RefSeq 8.98475 4.720648 19.21421 28

TC0500000283.mm.1Il6 NM_031168"Mus musculus interleukin 6 (Il6), mRNA."RefSeq 8.234257 4.002262 18.79133 29

TC0800001077.mm.1Mmp2 NM_008610"Mus musculus matrix metallopeptidase 2 (Mmp2), mRNA."RefSeq 11.35605 7.124074 18.79112 30

TC1000001866.mm.1Tcf21 NM_011545"Mus musculus transcription factor 21 (Tcf21), mRNA."RefSeq 9.709562 5.503065 18.46213 31

TC0800001511.mm.1Dpep1 NM_007876"Mus musculus dipeptidase 1 (renal) (Dpep1), mRNA."RefSeq 10.58843 6.386493 18.40385 32

TC0900002391.mm.1Loxl1 NM_010729"Mus musculus lysyl oxidase-like 1 (Loxl1), mRNA."RefSeq 10.50025 6.318099 18.15321 33

TC0900002387.mm.1Islr NM_001195431"Mus musculus immunoglobulin superfamily containing leucine-rich repeat (Islr), transcript variant 2, mRNA."RefSeq 9.470211 5.295041 18.06556 34

TC0700000988.mm.1Pcsk6 NM_011048"Mus musculus proprotein convertase subtilisin/kexin type 6 (Pcsk6), mRNA."RefSeq 10.74182 6.60007 17.65193 35

TC1300000691.mm.1Tgfbi NM_009369"Mus musculus transforming growth factor, beta induced (Tgfbi), mRNA."RefSeq 10.18431 6.05162 17.54138 36

TC1100003997.mm.1Abca8b NM_013851"Mus musculus ATP-binding cassette, sub-family A (ABC1), member 8b (Abca8b), mRNA."RefSeq 8.992709 4.869924 17.42136 37

TC0800000297.mm.1Sfrp1 NM_013834"Mus musculus secreted frizzled-related protein 1 (Sfrp1), mRNA."RefSeq 9.846081 5.735999 17.26863 38

TC1900000161.mm.1Lrrn4cl NM_001013019"Mus musculus LRRN4 C-terminal like (Lrrn4cl), mRNA."RefSeq 8.935759 4.827095 17.25167 39

TC0100001481.mm.1Myoc NM_010865"Mus musculus myocilin (Myoc), mRNA."RefSeq 8.680308 4.573011 17.23533 40

TC1100001220.mm.1Ccl7 NM_013654"Mus musculus chemokine (C-C motif) ligand 7 (Ccl7), mRNA."RefSeq 8.056894 3.958473 17.12962 41

TC0600002648.mm.1Antxr1 NM_054041"Mus musculus anthrax toxin receptor 1 (Antxr1), mRNA."RefSeq 9.512844 5.420735 17.05484 42

TC0200005164.mm.1Sulf2 NM_001252578"Mus musculus sulfatase 2 (Sulf2), transcript variant 1, mRNA."RefSeq 10.35372 6.264021 17.02641 43

TC0300000408.mm.1Postn NM_001198765"Mus musculus periostin, osteoblast specific factor (Postn), transcript variant 2, mRNA."RefSeq 9.414208 5.347497 16.75722 44

TC1000001190.mm.1Lum NM_008524"Mus musculus lumican (Lum), mRNA."RefSeq 10.47261 6.41788 16.61867 45

TC0200000274.mm.1Plxdc2 NM_026162"Mus musculus plexin domain containing 2 (Plxdc2), mRNA."RefSeq 10.47682 6.430157 16.52599 46



TC1600000746.mm.1Abi3bp NM_001014399"Mus musculus ABI gene family, member 3 (NESH) binding protein (Abi3bp), transcript variant 3, mRNA."RefSeq 9.904744 5.889967 16.16472 47

TC1900000226.mm.1Ms4a4d NM_025658"Mus musculus membrane-spanning 4-domains, subfamily A, member 4D (Ms4a4d), mRNA."RefSeq 9.778174 5.784103 15.93438 48

TC0200000083.mm.1Itih5 NM_172471"Mus musculus inter-alpha (globulin) inhibitor H5 (Itih5), mRNA."RefSeq 8.905849 4.913481 15.91558 49

TC0X00002407.mm.1Gabra3 NM_008067"Mus musculus gamma-aminobutyric acid (GABA) A receptor, subunit alpha 3 (Gabra3), mRNA."RefSeq 8.10325 4.126899 15.73986 50

TC1700001484.mm.1Thbs2 NM_011581"Mus musculus thrombospondin 2 (Thbs2), mRNA."RefSeq 9.59001 5.632303 15.53776 51

TC1300000569.mm.1Ogn NM_008760"Mus musculus osteoglycin (Ogn), mRNA."RefSeq 10.94485 7.002756 15.37055 52

TC0300001236.mm.1F3 NM_010171"Mus musculus coagulation factor III (F3), mRNA."RefSeq 7.41203 3.481693 15.24577 53

TC1000003119.mm.1Lrp1 NM_008512"Mus musculus low density lipoprotein receptor-related protein 1 (Lrp1), mRNA."RefSeq 10.92542 6.996996 15.22554 54

TC1700000168.mm.1Smoc2 NM_022315"Mus musculus SPARC related modular calcium binding 2 (Smoc2), mRNA."RefSeq 9.664726 5.738447 15.20295 55

TC0100002645.mm.1Serpine2 NM_009255"Mus musculus serine (or cysteine) peptidase inhibitor, clade E, member 2 (Serpine2), mRNA."RefSeq 8.69521 4.770588 15.1855 56

TC0100000343.mm.1Col3a1 NM_009930"Mus musculus collagen, type III, alpha 1 (Col3a1), mRNA."RefSeq 10.66913 6.746287 15.16673 57

TC0100003506.mm.1Ddr2 NM_022563"Mus musculus discoidin domain receptor family, member 2 (Ddr2), mRNA."RefSeq 9.475402 5.559481 15.09419 58

TC0900000834.mm.1Cilp NM_173385"Mus musculus cartilage intermediate layer protein, nucleotide pyrophosphohydrolase (Cilp), mRNA."RefSeq 8.735873 4.828939 15.00045 59

TC1700001194.mm.1Qpct NM_027455"Mus musculus glutaminyl-peptide cyclotransferase (glutaminyl cyclase) (Qpct), mRNA."RefSeq 8.233848 4.332274 14.94482 60

TC0100002916.mm.1Cdh19 NM_001081386"Mus musculus cadherin 19, type 2 (Cdh19), mRNA."RefSeq 7.153038 3.254796 14.91035 61

TC0800001432.mm.1Crispld2 NM_030209"Mus musculus cysteine-rich secretory protein LCCL domain containing 2 (Crispld2), mRNA."RefSeq 9.728717 5.837375 14.83921 62

TC0100001570.mm.1Olfml2b NM_177068"Mus musculus olfactomedin-like 2B (Olfml2b), mRNA."RefSeq 9.162374 5.27294 14.81959 63

TC0200003834.mm.1Frzb NM_011356"Mus musculus frizzled-related protein (Frzb), mRNA."RefSeq 8.430536 4.542925 14.80088 64

TC1900000055.mm.1Cd248 NM_054042"Mus musculus CD248 antigen, endosialin (Cd248), mRNA."RefSeq 10.50761 6.643854 14.55811 65

TC1000001894.mm.1Enpp1 NM_008813"Mus musculus ectonucleotide pyrophosphatase/phosphodiesterase 1 (Enpp1), mRNA."RefSeq 7.886095 4.031273 14.46829 66

TC0100000813.mm.1Efhd1 NM_028889"Mus musculus EF hand domain containing 1 (Efhd1), mRNA."RefSeq 8.314173 4.464009 14.42165 67

TC0300000979.mm.1Hmgcs2 NM_008256"Mus musculus 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 (Hmgcs2), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 8.981927 5.139481 14.3447 68

TC1900000335.mm.1Aldh1a1 NM_013467"Mus musculus aldehyde dehydrogenase family 1, subfamily A1 (Aldh1a1), mRNA."RefSeq 8.926653 5.092446 14.26301 69

TC1300000566.mm.1Aspn NM_025711"Mus musculus asporin (Aspn), transcript variant 1, mRNA."RefSeq 9.664908 5.854146 14.0331 70

TC0100003233.mm.1Pla2g4a NM_008869"Mus musculus phospholipase A2, group IVA (cytosolic, calcium-dependent) (Pla2g4a), mRNA."RefSeq 7.527216 3.72077 13.99118 71

TC0700003570.mm.1Anpep NM_008486"Mus musculus alanyl (membrane) aminopeptidase (Anpep), mRNA."RefSeq 9.503523 5.722171 13.74993 72

TC0600000010.mm.1Col1a2 NM_007743"Mus musculus collagen, type I, alpha 2 (Col1a2), mRNA."RefSeq 10.26409 6.485061 13.72782 73

TC0300000500.mm.1Mme NM_001289462"membrane metallo endopeptidase (Mme), transcript variant 1, mRNA."RefSeq 7.282216 3.516938 13.59758 74

TC0500002252.mm.1Htra3 NM_030127"Mus musculus HtrA serine peptidase 3 (Htra3), transcript variant 1, mRNA."RefSeq 10.91548 7.163639 13.47153 75

TC0200001729.mm.1Thbs1 NM_011580"Mus musculus thrombospondin 1 (Thbs1), mRNA."RefSeq 10.13719 6.392996 13.40028 76

TC1500000221.mm.1Sdc2 NM_008304"Mus musculus syndecan 2 (Sdc2), mRNA."RefSeq 9.512215 5.77323 13.35201 77

TC0800001902.mm.1Htra4 NM_001081187"Mus musculus HtrA serine peptidase 4 (Htra4), mRNA."RefSeq 8.986083 5.251083 13.31518 78

TC0600001424.mm.1C1rb NM_001113356"Mus musculus complement component 1, r subcomponent B (C1rb), mRNA."RefSeq 9.115675 5.382723 13.29629 79

TC0400003917.mm.1Pdpn NM_010329"Mus musculus podoplanin (Pdpn), mRNA."RefSeq 8.393104 4.665215 13.24971 80

TC0900001800.mm.1Naalad2 NM_028279"Mus musculus N-acetylated alpha-linked acidic dipeptidase 2 (Naalad2), mRNA."RefSeq 8.114182 4.390116 13.21465 81

TC0900001925.mm.1Tbx20 NM_194263"Mus musculus T-box 20 (Tbx20), transcript variant 1, mRNA."RefSeq 10.34843 6.637087 13.09866 82

TC1500000237.mm.1Matn2 NM_016762"Mus musculus matrilin 2 (Matn2), mRNA."RefSeq 8.914239 5.2032 13.09586 83

TC1000002353.mm.1Bicc1 NM_031397"Mus musculus bicaudal C homolog 1 (Drosophila) (Bicc1), mRNA."RefSeq 9.478445 5.768165 13.08897 84

TC0800001094.mm.1Mt2 NM_008630"Mus musculus metallothionein 2 (Mt2), mRNA."RefSeq 11.45462 7.74728 13.06233 85

TC0600003108.mm.1C1s NM_144938"Mus musculus complement component 1, s subcomponent (C1s), transcript variant 1, mRNA."RefSeq 8.884859 5.194334 12.91097 86

TC0400000401.mm.1Gm13301 ENSMUST00000117202cdna:known chromosome:GRCm38:4:42240639:42242685:1 gene:ENSMUSG00000083929 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 7.442954 3.757826 12.86276 87

TC1400001726.mm.1Bmpr1a NM_009758"Mus musculus bone morphogenetic protein receptor, type 1A (Bmpr1a), mRNA."RefSeq 8.27183 4.58995 12.83383 88

TC1000001995.mm.1Dse NM_172508"Mus musculus dermatan sulfate epimerase (Dse), mRNA."RefSeq 8.221529 4.566284 12.59907 89

TC0500000709.mm.1Pdgfra NM_011058"Mus musculus platelet derived growth factor receptor, alpha polypeptide (Pdgfra), transcript variant 1, mRNA."RefSeq 10.44936 6.796767 12.57596 90

TC0200001204.mm.1Fam171b NM_175514"Mus musculus family with sequence similarity 171, member B (Fam171b), mRNA."RefSeq 7.122452 3.469879 12.57575 91

TC0700004288.mm.1Nupr1 NM_019738"Mus musculus nuclear protein transcription regulator 1 (Nupr1), mRNA."RefSeq 8.234543 4.583322 12.56397 92

TC0100001510.mm.1Dpt NM_019759"Mus musculus dermatopontin (Dpt), mRNA."RefSeq 11.80672 8.159849 12.52614 93



TC0300000137.mm.1Cp NM_007752"Mus musculus ceruloplasmin (Cp), transcript variant 2, mRNA."RefSeq 8.62971 4.992443 12.44304 94

TC0900002128.mm.1Oaf NM_178644"Mus musculus OAF homolog (Drosophila) (Oaf), mRNA."RefSeq 8.61009 4.979676 12.38407 95

TC1900001562.mm.1Scd1 NM_009127"Mus musculus stearoyl-Coenzyme A desaturase 1 (Scd1), mRNA."RefSeq 10.08092 6.453141 12.36143 96

TC1100001219.mm.1Ccl2 NM_011333"Mus musculus chemokine (C-C motif) ligand 2 (Ccl2), mRNA."RefSeq 8.301573 4.675707 12.3451 97

TC1700001403.mm.1Fndc1 NM_001081416"Mus musculus fibronectin type III domain containing 1 (Fndc1), mRNA."RefSeq 8.464807 4.842224 12.31703 98

TC0700002644.mm.1Axl NM_009465"Mus musculus AXL receptor tyrosine kinase (Axl), transcript variant 1, mRNA."RefSeq 10.82563 7.250443 11.91895 99

TC1400000958.mm.1Ebf2 NM_010095"Mus musculus early B cell factor 2 (Ebf2), transcript variant 2, mRNA."RefSeq 8.910652 5.338856 11.89098 100

TC0600003109.mm.1Gm5077 NM_173864"Mus musculus predicted gene 5077 (Gm5077), mRNA."RefSeq 8.324237 4.768911 11.75601 101

TC0900000950.mm.1Aldh1a2 NM_009022"Mus musculus aldehyde dehydrogenase family 1, subfamily A2 (Aldh1a2), mRNA."RefSeq 7.838708 4.292782 11.67966 102

TC0500002213.mm.1Spon2 NM_133903"Mus musculus spondin 2, extracellular matrix protein (Spon2), mRNA."RefSeq 8.693323 5.184481 11.38326 103

TC0100002667.mm.1Irs1 NM_010570"Mus musculus insulin receptor substrate 1 (Irs1), mRNA."RefSeq 7.035169 3.526862 11.37904 104

TC1100001448.mm.1Col1a1 NM_007742"Mus musculus collagen, type I, alpha 1 (Col1a1), mRNA."RefSeq 10.48125 6.978707 11.33367 105

TC0100000064.mm.1Sulf1 NM_001198565"Mus musculus sulfatase 1 (Sulf1), transcript variant 1, mRNA."RefSeq 10.00579 6.504906 11.32064 106

TC0400002733.mm.1Svep1 NM_022814"Mus musculus sushi, von Willebrand factor type A, EGF and pentraxin domain containing 1 (Svep1), mRNA."RefSeq 8.040477 4.548647 11.24982 107

TC1500000676.mm.1Kdelr3 NM_134090"Mus musculus KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3 (Kdelr3), mRNA."RefSeq 8.954509 5.467598 11.21153 108

TC0100000642.mm.1Cyp27a1 NM_024264"Mus musculus cytochrome P450, family 27, subfamily a, polypeptide 1 (Cyp27a1), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 9.098023 5.612763 11.19871 109

TC1900001240.mm.1Anxa1 NM_010730"Mus musculus annexin A1 (Anxa1), mRNA."RefSeq 9.581556 6.114292 11.05988 110

TC0300002959.mm.1Sgms2 NM_028943"Mus musculus sphingomyelin synthase 2 (Sgms2), mRNA."RefSeq 7.801054 4.338976 11.0202 111

TC1100001748.mm.1Mrc2 NM_008626"Mus musculus mannose receptor, C type 2 (Mrc2), mRNA."RefSeq 8.926595 5.465722 11.011 112

TC0200003512.mm.1Rnd3 NM_028810"Mus musculus Rho family GTPase 3 (Rnd3), mRNA."RefSeq 8.515618 5.056071 11.00088 113

TC1000002406.mm.1Col6a1 NM_009933"Mus musculus collagen, type VI, alpha 1 (Col6a1), mRNA."RefSeq 10.13523 6.676036 10.99822 114

TC0600001422.mm.1C1ra NM_023143"Mus musculus complement component 1, r subcomponent A (C1ra), mRNA."RefSeq 8.700404 5.24182 10.99354 115

TC0200005462.mm.1Entpd2 NM_009849"Mus musculus ectonucleoside triphosphate diphosphohydrolase 2 (Entpd2), mRNA."RefSeq 9.266197 5.845262 10.71036 116

TC0200003830.mm.1Pde1a NM_016744"Mus musculus phosphodiesterase 1A, calmodulin-dependent (Pde1a), transcript variant 2, mRNA."RefSeq 7.205268 3.789851 10.66947 117

TC0800000483.mm.1Pdgfrl NM_026840"Mus musculus platelet-derived growth factor receptor-like (Pdgfrl), mRNA."RefSeq 8.004271 4.595367 10.62141 118

TC1100001221.mm.1Ccl11 NM_011330"Mus musculus chemokine (C-C motif) ligand 11 (Ccl11), mRNA."RefSeq 7.789303 4.391236 10.54193 119

TC1400000976.mm.1Gm21451 XM_003688934"PREDICTED: Mus musculus lysyl oxidase homolog 2-like, transcript variant 1 (LOC100862072), mRNA."RefSeq 9.121288 5.72355 10.53953 120

TC1600000797.mm.1Vgll3 NM_028572"Mus musculus vestigial like 3 (Drosophila) (Vgll3), mRNA."RefSeq 7.686231 4.290045 10.52819 121

TC0900001658.mm.1Clec3b NM_011606"Mus musculus C-type lectin domain family 3, member b (Clec3b), mRNA."RefSeq 8.413428 5.020745 10.50266 122

TC1700000502.mm.1Pi16 NM_023734"Mus musculus peptidase inhibitor 16 (Pi16), mRNA."RefSeq 9.862012 6.474995 10.46149 123

TC1000002405.mm.1Col6a2 NM_146007"Mus musculus collagen, type VI, alpha 2 (Col6a2), mRNA."RefSeq 9.872415 6.487995 10.44268 124

TC1200002269.mm.1Ifi27l2a NM_001281830"interferon, alpha-inducible protein 27 like 2A (Ifi27l2a), transcript variant 2, mRNA."RefSeq 9.013762 5.635209 10.4003 125

TC0500000171.mm.1Fgl2 NM_008013"Mus musculus fibrinogen-like protein 2 (Fgl2), mRNA."RefSeq 8.281307 4.907612 10.36534 126

TC1200000083.mm.1Osr1 NM_011859"Mus musculus odd-skipped related 1 (Drosophila) (Osr1), mRNA."RefSeq 9.593149 6.220127 10.3605 127

TC0100003193.mm.1Cfh NM_009888"Mus musculus complement component factor h (Cfh), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 11.01519 7.657831 10.2486 128

TC0500000848.mm.1Cxcl1 NM_008176"Mus musculus chemokine (C-X-C motif) ligand 1 (Cxcl1), mRNA."RefSeq 10.13271 6.776875 10.23779 129

TC0200002006.mm.1Gm11037 ENSMUST00000110225cdna:known chromosome:GRCm38:2:131133497:131134215:1 gene:ENSMUSG00000079039 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 3.328341 6.679293 -10.2032 130

TC0800000509.mm.1Fat1 NM_001081286"Mus musculus FAT tumor suppressor homolog 1 (Drosophila) (Fat1), mRNA."RefSeq 8.732134 5.385047 10.17592 131

TC1500001531.mm.1Enpp2 NM_001136077"Mus musculus ectonucleotide pyrophosphatase/phosphodiesterase 2 (Enpp2), transcript variant 1, mRNA."RefSeq 8.809086 5.472831 10.0998 132

TC0500003431.mm.1Serpine1 NM_008871"Mus musculus serine (or cysteine) peptidase inhibitor, clade E, member 1 (Serpine1), mRNA."RefSeq 9.213432 5.881487 10.06967 133

TC0900000791.mm.1Itga11 NM_176922"Mus musculus integrin alpha 11 (Itga11), mRNA."RefSeq 8.521543 5.198336 10.00887 134

TC0X00003417.mm.1Srpx NM_016911"Mus musculus sushi-repeat-containing protein (Srpx), mRNA."RefSeq 7.284581 3.968616 9.958752 135

TC0200003880.mm.1Serping1 NM_009776"Mus musculus serine (or cysteine) peptidase inhibitor, clade G, member 1 (Serping1), mRNA."RefSeq 11.56924 8.255488 9.943474 136

TC1900000448.mm.1Il33 NM_133775"Mus musculus interleukin 33 (Il33), transcript variant 2, mRNA."RefSeq 7.540575 4.228603 9.931227 137

TC1100001395.mm.1Tmem100 NM_026433"Mus musculus transmembrane protein 100 (Tmem100), mRNA."RefSeq 7.97942 4.674391 9.883548 138

TC1500000804.mm.1Fbln1 NM_010180"Mus musculus fibulin 1 (Fbln1), mRNA."RefSeq 10.3249 7.027284 9.83288 139

TC0300000387.mm.1Lhfp NM_175386"Mus musculus lipoma HMGIC fusion partner (Lhfp), mRNA."RefSeq 9.766135 6.485227 9.719674 140



TC0X00002845.mm.1Itm2a NM_008409"Mus musculus integral membrane protein 2A (Itm2a), mRNA."RefSeq 9.056317 5.780612 9.684684 141

TC0300001031.mm.1Ngf NM_001112698"Mus musculus nerve growth factor (Ngf), transcript variant B, mRNA."RefSeq 9.525289 6.255459 9.645326 142

TC0400004216.mm.1Podn NM_001285956"podocan (Podn), transcript variant 1, mRNA."RefSeq 9.355919 6.098609 9.561984 143

TC0900003204.mm.1Rbms3 NM_001172126"Mus musculus RNA binding motif, single stranded interacting protein (Rbms3), transcript variant 6, mRNA."RefSeq 8.368533 5.119785 9.505404 144

TC0700002988.mm.1Rcn3 NM_026555"Mus musculus reticulocalbin 3, EF-hand calcium binding domain (Rcn3), mRNA."RefSeq 10.10184 6.86143 9.450607 145

TC1300002689.mm.1Gpx8 NM_027127"Mus musculus glutathione peroxidase 8 (putative) (Gpx8), mRNA."RefSeq 8.675526 5.443545 9.395572 146

TC0500000462.mm.1C1qtnf7 NM_001135172"Mus musculus C1q and tumor necrosis factor related protein 7 (C1qtnf7), transcript variant 1, mRNA."RefSeq 7.81871 4.592763 9.356358 147

TC1600000667.mm.1Ccdc80 NM_026439"Mus musculus coiled-coil domain containing 80 (Ccdc80), mRNA."RefSeq 10.42763 7.215215 9.269021 148

TC1400001253.mm.1Gpc6 NM_011821"Mus musculus glypican 6 (Gpc6), transcript variant 2, mRNA."RefSeq 8.834048 5.624593 9.25001 149

TC1600001752.mm.1Tmem45a NM_019631"Mus musculus transmembrane protein 45a (Tmem45a), mRNA."RefSeq 6.930958 3.724938 9.228013 150

TC0100002789.mm.1Col6a3 NM_001243008"Mus musculus collagen, type VI, alpha 3 (Col6a3), transcript variant 1, mRNA."RefSeq 8.728032 5.522352 9.225838 151

TC0100003099.mm.1Prelp NM_054077"Mus musculus proline arginine-rich end leucine-rich repeat (Prelp), mRNA."RefSeq 11.62415 8.420704 9.211582 152

TC0100000282.mm.1Npas2 NM_008719"Mus musculus neuronal PAS domain protein 2 (Npas2), mRNA."RefSeq 8.85097 5.653696 9.172239 153

TC1100000374.mm.1Slit3 NM_011412"Mus musculus slit homolog 3 (Drosophila) (Slit3), mRNA."RefSeq 8.747743 5.55835 9.122271 154

TC0200000550.mm.1Hmcn2 XM_003084486"PREDICTED: Mus musculus hemicentin 2 (Hmcn2), mRNA."RefSeq 8.714573 5.539207 9.034007 155

TC0300001932.mm.1Pcdh18 NM_130448"Mus musculus protocadherin 18 (Pcdh18), mRNA."RefSeq 8.040283 4.868405 9.012192 156

TC0900000047.mm.1Mmp3 NM_010809"Mus musculus matrix metallopeptidase 3 (Mmp3), mRNA."RefSeq 7.09035 3.926528 8.962008 157

TC1100001853.mm.1Sox9 NM_011448"Mus musculus SRY-box containing gene 9 (Sox9), mRNA."RefSeq 8.875647 5.713259 8.953104 158

TC0900001732.mm.1Arhgap42 NM_027823"Mus musculus Rho GTPase activating protein 42 (Arhgap42), mRNA."RefSeq 7.14341 3.985138 8.927598 159

TC1000001138.mm.1Ntn4 NM_021320"Mus musculus netrin 4 (Ntn4), mRNA."RefSeq 8.351673 5.194201 8.922648 160

TC0X00001892.mm.1Maob NM_172778"Mus musculus monoamine oxidase B (Maob), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 7.484751 4.327865 8.919025 161

TC0200002426.mm.1Lbp NM_008489"Mus musculus lipopolysaccharide binding protein (Lbp), mRNA."RefSeq 8.782724 5.6293 8.897648 162

TC1100000780.mm.1Mfap4 NM_029568"Mus musculus microfibrillar-associated protein 4 (Mfap4), mRNA."RefSeq 10.17552 7.027116 8.866741 163

TC0700002078.mm.1Lsp1 NM_001136071"Mus musculus lymphocyte specific 1 (Lsp1), transcript variant 1, mRNA."RefSeq 8.585427 5.43885 8.85552 164

TC1100000547.mm.1Adamts2 NM_001277305"Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 2 (Adamts2), transcript variant 2, mRNA."RefSeq 9.47055 6.325478 8.846287 165

TC0600003335.mm.1Mgp NM_008597"Mus musculus matrix Gla protein (Mgp), mRNA."RefSeq 11.62241 8.492051 8.756547 166

TC1800000063.mm.1Colec12 NM_130449"Mus musculus collectin sub-family member 12 (Colec12), mRNA."RefSeq 9.216483 6.091834 8.72194 167

TC0400000092.mm.1Gem NM_010276"Mus musculus GTP binding protein (gene overexpressed in skeletal muscle) (Gem), mRNA."RefSeq 9.583283 6.469181 8.658409 168

TC1900001461.mm.1Myof NM_001099634"Mus musculus myoferlin (Myof), mRNA."RefSeq 7.554644 4.458858 8.54918 169

TC1000002076.mm.1Sobp NM_175407"Mus musculus sine oculis-binding protein homolog (Drosophila) (Sobp), mRNA."RefSeq 7.621814 4.528008 8.537455 170

TC0500000080.mm.1Sema3d NM_028882"Mus musculus sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3D (Sema3d), mRNA."RefSeq 6.869658 3.780823 8.508088 171

TC4_GL456350_random00000006.mm.1LOC101056212ENSMUST00000179935cdna:known scaffold:GRCm38:GL456350.1:23801:25222:-1 gene:ENSMUSG00000094576 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 7.889756 4.810019 8.454603 172

TC0900001232.mm.1Rbp1 NM_011254"Mus musculus retinol binding protein 1, cellular (Rbp1), mRNA."RefSeq 10.18989 7.112438 8.441246 173

TC0400004023.mm.1Angptl7 NM_001039554"Mus musculus angiopoietin-like 7 (Angptl7), mRNA."RefSeq 7.891155 4.815876 8.428518 174

TC0400001039.mm.1Lepr NM_010704"Mus musculus leptin receptor (Lepr), transcript variant 2, mRNA."RefSeq 6.568073 3.505842 8.352633 175

TC0100003037.mm.1Cd55 NM_010016"Mus musculus CD55 antigen (Cd55), mRNA."RefSeq 10.59139 7.540923 8.284818 176

TC0X00000929.mm.1Ar NM_013476"Mus musculus androgen receptor (Ar), mRNA."RefSeq 8.441268 5.394408 8.264113 177

TC0100001204.mm.1Plekha6 NM_001160268"Mus musculus pleckstrin homology domain containing, family A member 6 (Plekha6), transcript variant 2, mRNA."RefSeq 8.51324 5.475949 8.209481 178

TC0300000809.mm.1S100a6 NM_011313"Mus musculus S100 calcium binding protein A6 (calcyclin) (S100a6), mRNA."RefSeq 8.779554 5.743327 8.203429 179

TC0X00001633.mm.1Gpr64 NM_178712"Mus musculus G protein-coupled receptor 64 (Gpr64), transcript variant 1, mRNA."RefSeq 6.255924 3.223976 8.179133 180

TC0600000324.mm.1Akr1b8 NM_008012"Mus musculus aldo-keto reductase family 1, member B8 (Akr1b8), mRNA."RefSeq 7.138819 4.116126 8.126832 181

TC1000001239.mm.1Rassf9 NM_146240"Mus musculus Ras association (RalGDS/AF-6) domain family (N-terminal) member 9 (Rassf9), mRNA."RefSeq 4.750019 7.771024 -8.11733 182

TC0200004623.mm.1Cpxm1 NM_019696"Mus musculus carboxypeptidase X 1 (M14 family) (Cpxm1), mRNA."RefSeq 8.109875 5.095996 8.077333 183

TC0200004309.mm.1Fibin NM_026271"Mus musculus fin bud initiation factor homolog (zebrafish) (Fibin), mRNA."RefSeq 7.626641 4.612943 8.07632 184

TC1500000658.mm.1Lgals1 NM_008495"Mus musculus lectin, galactose binding, soluble 1 (Lgals1), mRNA."RefSeq 9.87574 6.869423 8.035106 185

TC1700002571.mm.1Cyp1b1 NM_009994"Mus musculus cytochrome P450, family 1, subfamily b, polypeptide 1 (Cyp1b1), mRNA."RefSeq 7.207875 4.206299 8.008744 186

TC1100002653.mm.1Olfr1396 NM_146337"Mus musculus olfactory receptor 1396 (Olfr1396), mRNA."RefSeq 5.33476 8.333995 -7.99576 187



TC0700003028.mm.1Emp3 NM_001146346"Mus musculus epithelial membrane protein 3 (Emp3), transcript variant 2, mRNA."RefSeq 10.71926 7.732801 7.925253 188

TC1600000536.mm.1Fstl1 NM_008047"Mus musculus follistatin-like 1 (Fstl1), mRNA."RefSeq 10.82415 7.840875 7.90777 189

TC0700001186.mm.1Adamtsl3 NM_001190374"Mus musculus ADAMTS-like 3 (Adamtsl3), mRNA."RefSeq 8.662101 5.679057 7.906526 190

TC4_JH584293_random00000011.mm.1Gm3893 ENSMUST00000178837cdna:known scaffold:GRCm38:JH584293.1:83395:84475:-1 gene:ENSMUSG00000095755 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 8.018448 5.059528 7.775417 191

TC0400002018.mm.1Gpr153 NM_178406"Mus musculus G protein-coupled receptor 153 (Gpr153), mRNA."RefSeq 8.704016 5.748123 7.75912 192

TC0900000336.mm.1Cdon NM_021339"Mus musculus cell adhesion molecule-related/down-regulated by oncogenes (Cdon), mRNA."RefSeq 8.423744 5.469731 7.749015 193

TC0600002996.mm.1Ret NM_009050"Mus musculus ret proto-oncogene (Ret), transcript variant 2, mRNA."RefSeq 8.585426 5.633156 7.739659 194

TC1400001115.mm.1Pcdh17 NM_001013753"Mus musculus protocadherin 17 (Pcdh17), mRNA."RefSeq 4.794196 7.743738 -7.72504 195

TC0900003344.mm.1Trf NM_133977"Mus musculus transferrin (Trf), mRNA."RefSeq 8.474835 5.526815 7.716892 196

TC0500000560.mm.1Pcdh7 NM_018764"Mus musculus protocadherin 7 (Pcdh7), transcript variant 2, mRNA."RefSeq 7.160385 4.212835 7.714379 197

TC0600003611.mm.1Klra9 NM_010651"Mus musculus killer cell lectin-like receptor subfamily A, member 9 (Klra9), mRNA."RefSeq 3.938719 6.877435 -7.66729 198

TC0100003191.mm.1Cfhr2 NM_001025575"Mus musculus complement factor H-related 2 (Cfhr2), mRNA."RefSeq 7.589203 4.65095 7.664826 199

TC0600002225.mm.1Rarres2 NM_027852"Mus musculus retinoic acid receptor responder (tazarotene induced) 2 (Rarres2), mRNA."RefSeq 8.173999 5.238924 7.64796 200

TC1600001976.mm.1Adamts5 NM_011782"Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 5 (aggrecanase-2) (Adamts5), mRNA."RefSeq 10.40095 7.468578 7.633644 201

TC0200003599.mm.1Cd302 NM_025422"Mus musculus CD302 antigen (Cd302), mRNA."RefSeq 7.980342 5.078479 7.473909 202

TC0400001013.mm.1Ror1 NM_013845"Mus musculus receptor tyrosine kinase-like orphan receptor 1 (Ror1), mRNA."RefSeq 7.140919 4.245979 7.43813 203

TC0400003124.mm.1Dock7 NM_026082"Mus musculus dedicator of cytokinesis 7 (Dock7), mRNA."RefSeq 7.696571 4.804745 7.422093 204

TC1300000735.mm.1Dapk1 NM_029653"Mus musculus death associated protein kinase 1 (Dapk1), transcript variant 1, mRNA."RefSeq 7.911338 5.019783 7.420699 205

TC0800001095.mm.1Mt1 NM_013602"Mus musculus metallothionein 1 (Mt1), mRNA."RefSeq 10.84961 7.959576 7.412869 206

TC0800001085.mm.1Gnao1 NM_001113384"Mus musculus guanine nucleotide binding protein, alpha O (Gnao1), transcript variant B, mRNA."RefSeq 8.32053 5.43083 7.411163 207

TC0600000103.mm.1Foxp2 NM_053242"Mus musculus forkhead box P2 (Foxp2), transcript variant 1, mRNA."RefSeq 6.693416 3.81116 7.373022 208

TC0300000880.mm.1Selenbp1 NM_009150"Mus musculus selenium binding protein 1 (Selenbp1), mRNA."RefSeq 8.932341 6.052643 7.35996 209

TC1600001479.mm.1Apod NM_007470"Mus musculus apolipoprotein D (Apod), mRNA."RefSeq 7.566026 4.687137 7.355834 210

TC1400000578.mm.1Ang NM_001161731"Mus musculus angiogenin, ribonuclease, RNase A family, 5 (Ang), transcript variant 2, mRNA."RefSeq 7.966702 5.10433 7.2721 211

TC0700000961.mm.1Ndn NM_010882"Mus musculus necdin (Ndn), mRNA."RefSeq 8.211223 5.352455 7.253956 212

TC0700000557.mm.1Clip3 NM_001081114"Mus musculus CAP-GLY domain containing linker protein 3 (Clip3), mRNA."RefSeq 8.317243 5.465192 7.220261 213

TC1300002131.mm.1Gas1 NM_008086"Mus musculus growth arrest specific 1 (Gas1), mRNA."RefSeq 8.862494 6.011951 7.212718 214

TC0300000974.mm.1Notch2 NM_010928"Mus musculus notch 2 (Notch2), mRNA."RefSeq 8.83836 5.989356 7.205028 215

TC1100004157.mm.1Timp2 NM_011594"Mus musculus tissue inhibitor of metalloproteinase 2 (Timp2), mRNA."RefSeq 10.50241 7.660772 7.168325 216

TC1500000090.mm.1Adamts12 NM_175501"Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 12 (Adamts12), mRNA."RefSeq 7.607219 4.781124 7.091521 217

TC0X00001682.mm.1Gpm6b NM_001177961"Mus musculus glycoprotein m6b (Gpm6b), transcript variant 8, mRNA."RefSeq 7.981886 5.166526 7.038949 218

TC0100003190.mm.1Gm4788 NM_001160304"Mus musculus predicted gene 4788 (Gm4788), transcript variant 3, mRNA."RefSeq 7.578531 4.773894 6.986825 219

TC1500001089.mm.1Igfbp6 NM_008344"Mus musculus insulin-like growth factor binding protein 6 (Igfbp6), mRNA."RefSeq 8.787991 5.991187 6.948993 220

TC0100000135.mm.1Gsta3 NM_001288617"glutathione S-transferase, alpha 3 (Gsta3), transcript variant 3, mRNA."RefSeq 6.993719 4.198233 6.942648 221

TC0700001668.mm.1Spon1 NM_145584"Mus musculus spondin 1, (f-spondin) extracellular matrix protein (Spon1), mRNA."RefSeq 8.08727 5.294804 6.92813 222

TC0400000455.mm.1Reck NM_016678"Mus musculus reversion-inducing-cysteine-rich protein with kazal motifs (Reck), mRNA."RefSeq 8.663901 5.874462 6.913609 223

TC0900000457.mm.1Clmp NM_133733"Mus musculus CXADR-like membrane protein (Clmp), mRNA."RefSeq 7.792749 5.006282 6.899381 224

TC1400000745.mm.1Mmp14 NM_008608"Mus musculus matrix metallopeptidase 14 (membrane-inserted) (Mmp14), mRNA."RefSeq 9.589367 6.806157 6.883823 225

TC0400002095.mm.1Mxra8 NM_024263"Mus musculus matrix-remodelling associated 8 (Mxra8), mRNA."RefSeq 9.478023 6.710751 6.808193 226

TC1300002079.mm.1Cxcl14 NM_019568"Mus musculus chemokine (C-X-C motif) ligand 14 (Cxcl14), mRNA."RefSeq 8.25973 5.494244 6.79977 227

TC0100001425.mm.1Angptl1 NM_028333"Mus musculus angiopoietin-like 1 (Angptl1), mRNA."RefSeq 6.692763 3.92985 6.787654 228

TC0300000875.mm.1Selenbp2 NM_019414"Mus musculus selenium binding protein 2 (Selenbp2), mRNA."RefSeq 8.495876 5.736223 6.772333 229

TC0X00002211.mm.1Gpc3 NM_016697"Mus musculus glypican 3 (Gpc3), mRNA."RefSeq 7.117006 4.362268 6.749301 230

TC0900000492.mm.1Pvrl1 NM_021424"Mus musculus poliovirus receptor-related 1 (Pvrl1), mRNA."RefSeq 7.715743 4.965884 6.726514 231

TC1400002534.mm.1Pcdh9 NM_001271800"Mus musculus protocadherin 9 (Pcdh9), transcript variant 4, mRNA."RefSeq 6.625521 3.887905 6.669673 232

TC1000000215.mm.1Ctgf NM_010217"Mus musculus connective tissue growth factor (Ctgf), mRNA."RefSeq 9.533941 6.801958 6.643682 233

TC1400000938.mm.1Scara5 NM_001168318"Mus musculus scavenger receptor class A, member 5 (putative) (Scara5), transcript variant 2, mRNA."RefSeq 7.821072 5.091396 6.633067 234



TC1500002147.mm.1Slc38a4 NM_027052"Mus musculus solute carrier family 38, member 4 (Slc38a4), mRNA."RefSeq 6.342768 3.61368 6.630364 235

TC1400001608.mm.1Gm9780 XM_001472394"PREDICTED: Mus musculus predicted gene 9780 (Gm9780), mRNA."RefSeq 9.866395 7.140517 6.615627 236

TC0900002791.mm.1Tbx18 NM_023814"Mus musculus T-box18 (Tbx18), mRNA."RefSeq 6.309435 3.597277 6.553011 237

TC0200000603.mm.1Angptl2 NM_011923"Mus musculus angiopoietin-like 2 (Angptl2), mRNA."RefSeq 8.712865 6.004557 6.535547 238

TC1000002714.mm.1Plxnc1 NM_018797"Mus musculus plexin C1 (Plxnc1), mRNA."RefSeq 6.50985 3.801826 6.534261 239

TC0400002238.mm.1Necab1 NM_178617"Mus musculus N-terminal EF-hand calcium binding protein 1 (Necab1), mRNA."RefSeq 6.466725 3.76002 6.528289 240

TC0200003624.mm.1Dpp4 NM_010074"Mus musculus dipeptidylpeptidase 4 (Dpp4), transcript variant 1, mRNA."RefSeq 6.074352 3.372178 6.507818 241

TC1400000968.mm.1Stc1 NM_009285"Mus musculus stanniocalcin 1 (Stc1), mRNA."RefSeq 4.949274 7.644088 -6.4747 242

TC0600001154.mm.1Gxylt2 NM_198612"Mus musculus glucoside xylosyltransferase 2 (Gxylt2), mRNA."RefSeq 7.534322 4.85259 6.416257 243

TC0900003122.mm.1Rtp3 NM_153100"Mus musculus receptor transporter protein 3 (Rtp3), mRNA."RefSeq 5.666934 8.325712 -6.31498 244

TC0100001173.mm.15430435G22RikNM_145509"Mus musculus RIKEN cDNA 5430435G22 gene (5430435G22Rik), mRNA."RefSeq 6.984352 4.328186 6.303556 245

TC0200000714.mm.1Olfml2a NM_172854"Mus musculus olfactomedin-like 2A (Olfml2a), mRNA."RefSeq 7.827068 5.176101 6.280881 246

TC0100002844.mm.1St8sia4 NM_009183"Mus musculus ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 4 (St8sia4), transcript variant 1, mRNA."RefSeq 5.484162 8.126376 -6.24289 247

TC0100000427.mm.1Aox1 NM_009676"Mus musculus aldehyde oxidase 1 (Aox1), mRNA."RefSeq 6.754842 4.116419 6.226507 248

TC1100002324.mm.1Ugp2 NM_139297"Mus musculus UDP-glucose pyrophosphorylase 2 (Ugp2), mRNA."RefSeq 8.462686 5.826824 6.215464 249

TC0200003300.mm.1Dnm1 NM_010065"Mus musculus dynamin 1 (Dnm1), mRNA."RefSeq 7.900035 5.26477 6.212892 250

TC1400001346.mm.1Itgbl1 NM_145467"Mus musculus integrin, beta-like 1 (Itgbl1), mRNA."RefSeq 7.233826 4.598725 6.212186 251

TC0300003224.mm.1Fabp9 NM_011598"Mus musculus fatty acid binding protein 9, testis (Fabp9), mRNA."RefSeq 4.837862 7.472445 -6.20996 252

TC0X00003437.mm.1Il2rg NM_013563"Mus musculus interleukin 2 receptor, gamma chain (Il2rg), mRNA."RefSeq 6.311442 8.94463 -6.20395 253

TC0900000621.mm.1Arhgap20 NM_175535"Mus musculus Rho GTPase activating protein 20 (Arhgap20), mRNA."RefSeq 6.639917 4.011195 6.184779 254

TC0500002486.mm.1Ugdh NM_009466"Mus musculus UDP-glucose dehydrogenase (Ugdh), mRNA."RefSeq 9.11746 6.490347 6.177885 255

TC0300003133.mm.1Ifi44 NM_133871"Mus musculus interferon-induced protein 44 (Ifi44), mRNA."RefSeq 6.538617 9.164711 -6.17352 256

TC0200001826.mm.1Casc4 NM_199038"Mus musculus cancer susceptibility candidate 4 (Casc4), transcript variant 2, mRNA."RefSeq 7.178049 4.555632 6.157808 257

TC0700004119.mm.1Dkk3 NM_015814"Mus musculus dickkopf homolog 3 (Xenopus laevis) (Dkk3), mRNA."RefSeq 8.256362 5.637403 6.143066 258

TC0500000173.mm.1Lrrc17 NM_028977"Mus musculus leucine rich repeat containing 17 (Lrrc17), mRNA."RefSeq 6.875123 4.260432 6.12492 259

TC0400002469.mm.1AI464131 NM_001085515"Mus musculus expressed sequence AI464131 (AI464131), mRNA."RefSeq 6.451979 3.838638 6.119191 260

TC0100002656.mm.1Dock10 NM_001285927"dedicator of cytokinesis 10 (Dock10), transcript variant 2, mRNA."RefSeq 6.431976 3.821392 6.107509 261

TC0X00001142.mm.1Klhl4 NM_172781"Mus musculus kelch-like 4 (Klhl4), mRNA."RefSeq 4.636318 7.246802 -6.10709 262

TC0200002989.mm.1St8sia6 NM_145838"Mus musculus ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 6 (St8sia6), mRNA."RefSeq 5.679417 8.28919 -6.10408 263

TC1600001400.mm.1Bcl6 NM_009744"Mus musculus B cell leukemia/lymphoma 6 (Bcl6), mRNA."RefSeq 7.909142 5.299457 6.103704 264

TC0300000902.mm.1Ctsk NM_007802"Mus musculus cathepsin K (Ctsk), mRNA."RefSeq 6.645002 4.035665 6.102232 265

TC1000001625.mm.1Cd63 NM_001042580"Mus musculus CD63 antigen (Cd63), transcript variant 1, mRNA."RefSeq 9.339638 6.731225 6.098325 266

TC0100000899.mm.1Twist2 NM_007855"Mus musculus twist basic helix-loop-helix transcription factor 2 (Twist2), mRNA."RefSeq 7.266052 4.658856 6.093183 267

TC0200000465.mm.1Adamtsl2 NM_029981"Mus musculus ADAMTS-like 2 (Adamtsl2), mRNA."RefSeq 8.238219 5.634318 6.079282 268

TC1400000376.mm.1Mmrn2 NM_153127"Mus musculus multimerin 2 (Mmrn2), mRNA."RefSeq 7.058173 9.652641 -6.03966 269

TC1100001592.mm.1Igfbp4 NM_010517"Mus musculus insulin-like growth factor binding protein 4 (Igfbp4), mRNA."RefSeq 10.16958 7.576681 6.03311 270

TC1100003506.mm.1Scpep1 NM_029023"Mus musculus serine carboxypeptidase 1 (Scpep1), mRNA."RefSeq 9.020447 6.428074 6.030899 271

TC1000001621.mm.1Mmp19 NM_001164197"Mus musculus matrix metallopeptidase 19 (Mmp19), transcript variant 2, mRNA."RefSeq 7.11175 4.522277 6.018788 272

TC1200002089.mm.1Pgf NM_001271705"Mus musculus placental growth factor (Pgf), transcript variant 2, mRNA."RefSeq 8.653151 6.064721 6.014438 273

TC1300001159.mm.1Gm5454 XM_484312"PREDICTED: Mus musculus predicted gene 5454 (Gm5454), mRNA."RefSeq 7.861925 5.277497 5.997777 274

TC0100002278.mm.1Col5a2 NM_007737"Mus musculus collagen, type V, alpha 2 (Col5a2), mRNA."RefSeq 7.956141 5.37255 5.994299 275

TC1600000834.mm.1Robo1 NM_019413"Mus musculus roundabout homolog 1 (Drosophila) (Robo1), mRNA."RefSeq 6.861347 4.279741 5.986057 276

TC0500000468.mm.1Cd38 NM_007646"Mus musculus CD38 antigen (Cd38), mRNA."RefSeq 6.702959 9.282151 -5.97605 277

TC1500001548.mm.1Has2 NM_008216"Mus musculus hyaluronan synthase 2 (Has2), mRNA."RefSeq 7.697036 5.118077 5.975084 278

TC0100001634.mm.1Pydc3 NM_001162938"Mus musculus pyrin domain containing 3 (Pydc3), mRNA."RefSeq 4.57571 7.152436 -5.96584 279

TC0600002326.mm.1Inmt NM_009349"Mus musculus indolethylamine N-methyltransferase (Inmt), mRNA."RefSeq 6.670563 4.094333 5.963792 280

TC0X00000218.mm.1Timp1 NM_001044384"Mus musculus tissue inhibitor of metalloproteinase 1 (Timp1), transcript variant 1, mRNA."RefSeq 7.173044 4.614814 5.889846 281



TC0800001031.mm.1Adcy7 NM_007406"Mus musculus adenylate cyclase 7 (Adcy7), transcript variant 1, mRNA."RefSeq 7.797838 5.241893 5.880525 282

TC1800000704.mm.1Tubb6 NM_026473"Mus musculus tubulin, beta 6 class V (Tubb6), mRNA."RefSeq 9.279799 6.723945 5.880154 283

TC1300002141.mm.1Ctla2b NM_007797"Mus musculus cytotoxic T lymphocyte-associated protein 2 beta (Ctla2b), transcript variant 1, mRNA."RefSeq 5.12239 7.676302 -5.87224 284

TC0800002188.mm.1Tenm3 NM_001145937"Mus musculus teneurin transmembrane protein 3 (Tenm3), transcript variant 2, mRNA."RefSeq 7.094586 4.541129 5.870393 285

TC1100003222.mm.1Serpinf1 NM_011340"Mus musculus serine (or cysteine) peptidase inhibitor, clade F, member 1 (Serpinf1), mRNA."RefSeq 9.02882 6.475879 5.868293 286

TC0600002550.mm.1Hk2 NM_013820"Mus musculus hexokinase 2 (Hk2), mRNA."RefSeq 7.392107 4.842179 5.856051 287

TC0400004041.mm.1Rbp7 NM_022020"Mus musculus retinol binding protein 7, cellular (Rbp7), mRNA."RefSeq 6.692603 9.239593 -5.84414 288

TC0800002503.mm.1Tmem184c NM_145599"Mus musculus transmembrane protein 184C (Tmem184c), mRNA."RefSeq 8.305362 5.758456 5.843797 289

TC0100003029.mm.1Cxcr4 NM_009911"Mus musculus chemokine (C-X-C motif) receptor 4 (Cxcr4), mRNA."RefSeq 6.319406 8.86587 -5.84201 290

TC1100000081.mm.1Aebp1 NM_009636"Mus musculus AE binding protein 1 (Aebp1), mRNA."RefSeq 8.75504 6.216031 5.811896 291

TC1300002418.mm.1Rasgrf2 NM_009027"Mus musculus RAS protein-specific guanine nucleotide-releasing factor 2 (Rasgrf2), mRNA."RefSeq 6.107127 8.643605 -5.80171 292

TC0600001308.mm.18430408G22RikNM_001166580"Mus musculus RIKEN cDNA 8430408G22 gene (8430408G22Rik), transcript variant 2, mRNA."RefSeq 7.693295 10.22383 -5.77785 293

TC0X00000313.mm.1Dock11 NM_001009947"Mus musculus dedicator of cytokinesis 11 (Dock11), mRNA."RefSeq 7.210016 4.684109 5.759354 294

TC0500000499.mm.1Slit2 NM_178804"Mus musculus slit homolog 2 (Drosophila) (Slit2), mRNA."RefSeq 6.161769 3.637581 5.752496 295

TC1200000098.mm.1Fam49a NM_001146119"Mus musculus family with sequence similarity 49, member A (Fam49a), transcript variant 2, mRNA."RefSeq 8.298017 5.775265 5.746773 296

TC0300000161.mm.1Tnfsf10 NM_009425"Mus musculus tumor necrosis factor (ligand) superfamily, member 10 (Tnfsf10), mRNA."RefSeq 6.048827 8.565086 -5.72097 297

TC0600000566.mm.1Gimap4 NM_174990"Mus musculus GTPase, IMAP family member 4 (Gimap4), transcript variant 1, mRNA."RefSeq 7.039266 9.547847 -5.6906 298

TC0500002755.mm.1Cxcl9 NM_008599"Mus musculus chemokine (C-X-C motif) ligand 9 (Cxcl9), mRNA."RefSeq 6.518565 9.026658 -5.68868 299

TC0100002215.mm.1Aff3 NM_010678"Mus musculus AF4/FMR2 family, member 3 (Aff3), mRNA."RefSeq 7.184222 4.677936 5.681556 300

TC0200003629.mm.1Fap NM_007986"Mus musculus fibroblast activation protein (Fap), mRNA."RefSeq 6.657086 4.156996 5.657207 301

TC0800001531.mm.1Rhou NM_133955"Mus musculus ras homolog gene family, member U (Rhou), mRNA."RefSeq 7.908368 5.409782 5.651313 302

TC1000002093.mm.1Aim1 NM_172393"Mus musculus absent in melanoma 1 (Aim1), mRNA."RefSeq 4.839577 7.33352 -5.63315 303

TC1900001163.mm.1Dtx4 NM_172442"Mus musculus deltex 4 homolog (Drosophila) (Dtx4), mRNA."RefSeq 8.021329 5.535052 5.603301 304

TC0500002805.mm.1Antxr2 NM_133738"Mus musculus anthrax toxin receptor 2 (Antxr2), mRNA."RefSeq 8.908144 6.429128 5.575171 305

TC0700002788.mm.1Fxyd1 NM_052991"Mus musculus FXYD domain-containing ion transport regulator 1 (Fxyd1), transcript variant 5, mRNA."RefSeq 10.3192 7.841011 5.571984 306

TC0500003738.mm.1Pcolce NM_008788"Mus musculus procollagen C-endopeptidase enhancer protein (Pcolce), mRNA."RefSeq 8.889259 6.412122 5.567914 307

TC1400002845.mm.1Gm3629 ENSMUST00000171706cdna:putative chromosome:GRCm38:14:6583959:6590613:-1 gene:ENSMUSG00000093898 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.818052 8.29154 -5.55385 308

TC1500001450.mm.1Angpt1 NM_009640"Mus musculus angiopoietin 1 (Angpt1), mRNA."RefSeq 5.805788 3.333603 5.548835 309

TC1500000222.mm.1Cpq NM_176073"Mus musculus carboxypeptidase Q (Cpq), transcript variant 2, mRNA."RefSeq 7.712195 5.243253 5.536376 310

TC0100000304.mm.1Tmem182 NM_001081198"Mus musculus transmembrane protein 182 (Tmem182), mRNA."RefSeq 5.620164 8.086462 -5.52624 311

TC0600002227.mm.1Gimap6 NM_153175"Mus musculus GTPase, IMAP family member 6 (Gimap6), mRNA."RefSeq 6.608638 9.069721 -5.5063 312

TC1300000105.mm.1Gli3 NM_008130"Mus musculus GLI-Kruppel family member GLI3 (Gli3), mRNA."RefSeq 6.92544 4.471078 5.480707 313

TC1200002511.mm.1Itgb8 NM_177290"Mus musculus integrin beta 8 (Itgb8), mRNA."RefSeq 6.13986 3.686541 5.476746 314

TC0300000752.mm.1Thbs3 NM_013691"Mus musculus thrombospondin 3 (Thbs3), mRNA."RefSeq 7.344911 4.891633 5.47659 315

TC1600001764.mm.1Col8a1 NM_007739"Mus musculus collagen, type VIII, alpha 1 (Col8a1), mRNA."RefSeq 6.997908 4.552037 5.448545 316

TC0600003235.mm.1Clec1a NM_175526"Mus musculus C-type lectin domain family 1, member a (Clec1a), mRNA."RefSeq 6.579737 9.024122 -5.44294 317

TC0700001734.mm.1Vwa3a NM_177697"Mus musculus von Willebrand factor A domain containing 3A (Vwa3a), mRNA."RefSeq 6.319259 8.762451 -5.43844 318

TC1700001209.mm.1Galm NM_176963"Mus musculus galactose mutarotase (Galm), mRNA."RefSeq 6.196969 3.756209 5.429277 319

TC0200001523.mm.1Pamr1 NM_173749"Mus musculus peptidase domain containing associated with muscle regeneration 1 (Pamr1), mRNA."RefSeq 6.79809 4.361863 5.412244 320

TC1200001638.mm.1Ahr NM_013464"Mus musculus aryl-hydrocarbon receptor (Ahr), mRNA."RefSeq 6.256998 8.687344 -5.39023 321

TC1000001189.mm.1Dcn NM_001190451"Mus musculus decorin (Dcn), transcript variant 1, mRNA."RefSeq 11.57491 9.146332 5.383629 322

TC1400002795.mm.1Gm8281 ENSMUST00000163719cdna:putative chromosome:GRCm38:14:5071040:5093318:1 gene:ENSMUSG00000095681 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.247974 7.667814 -5.35112 323

TC1400002781.mm.1Gm10340 ENSMUST00000170790cdna:putative chromosome:GRCm38:14:3133997:3141609:1 gene:ENSMUSG00000071613 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.958035 8.377874 -5.35111 324

TC1200000074.mm.1Wdr35 NM_001159527"Mus musculus WD repeat domain 35 (Wdr35), transcript variant 2, mRNA."RefSeq 5.954505 3.536796 5.343218 325

TC0700000527.mm.1Ppp1r14a NM_026731"Mus musculus protein phosphatase 1, regulatory (inhibitor) subunit 14A (Ppp1r14a), mRNA."RefSeq 8.446202 6.03822 5.307314 326

TC0300001124.mm.1Gstm5 NM_010360"Mus musculus glutathione S-transferase, mu 5 (Gstm5), mRNA."RefSeq 7.140906 4.736692 5.293471 327

TC0100003566.mm.1Atp1a2 NM_178405"Mus musculus ATPase, Na+/K+ transporting, alpha 2 polypeptide (Atp1a2), mRNA."RefSeq 8.66713 6.263457 5.291486 328



TC1700001187.mm.1Vit NM_028813"Mus musculus vitrin (Vit), transcript variant 1, mRNA."RefSeq 6.937416 4.534121 5.2901 329

TC1600001154.mm.1Ppl NM_008909"Mus musculus periplakin (Ppl), mRNA."RefSeq 7.592842 5.190241 5.287556 330

TC0100003409.mm.1Prrx1 NM_175686"Mus musculus paired related homeobox 1 (Prrx1), transcript variant 2, mRNA."RefSeq 6.322165 3.920353 5.284665 331

TC1000002846.mm.1Nav3 NM_001081035"Mus musculus neuron navigator 3 (Nav3), mRNA."RefSeq 6.019067 8.420375 -5.28282 332

TC1300002143.mm.1Ctla2a NM_001145799"Mus musculus cytotoxic T lymphocyte-associated protein 2 alpha (Ctla2a), transcript variant 2, mRNA."RefSeq 5.645649 8.0465 -5.28115 333

TC1400000040.mm.1Gm3317 NM_001242941"Mus musculus predicted gene 3317 (Gm3317), mRNA."RefSeq 5.570532 7.966564 -5.26354 334

TC1400002853.mm.1Gm3752 ENSMUST00000164366cdna:putative chromosome:GRCm38:14:7466362:7483762:-1 gene:ENSMUSG00000091617 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.63594 8.031971 -5.26353 335

TC1400002578.mm.1Dach1 NM_007826"Mus musculus dachshund 1 (Drosophila) (Dach1), transcript variant 1, mRNA."RefSeq 6.210407 8.605601 -5.26048 336

TC0600003334.mm.1Art4 NM_026639"Mus musculus ADP-ribosyltransferase 4 (Art4), mRNA."RefSeq 6.680746 4.286798 5.255937 337

TC0700000946.mm.1Atp10a NM_009728"Mus musculus ATPase, class V, type 10A (Atp10a), mRNA."RefSeq 7.114139 4.721299 5.251902 338

TC1000000035.mm.1Myct1 NM_026793"Mus musculus myc target 1 (Myct1), mRNA."RefSeq 7.104264 9.495381 -5.24563 339

TC1300000460.mm.1Gcnt2 NM_023887"Mus musculus glucosaminyl (N-acetyl) transferase 2, I-branching enzyme (Gcnt2), transcript variant 2, mRNA."RefSeq 5.249346 7.63932 -5.24148 340

TC0600002314.mm.1Scrn1 NM_027268"Mus musculus secernin 1 (Scrn1), mRNA."RefSeq 7.687758 5.298657 5.238308 341

TC1400001604.mm.1Plac9a NM_207229"Mus musculus placenta specific 9a (Plac9a), mRNA."RefSeq 9.551528 7.164239 5.231733 342

TC1400002641.mm.1Ednrb NM_001276296"Mus musculus endothelin receptor type B (Ednrb), transcript variant 3, mRNA."RefSeq 6.959049 9.345047 -5.22705 343

TC1400002794.mm.1Gm3173 ENSMUST00000165289cdna:putative chromosome:GRCm38:14:5015891:5018677:1 gene:ENSMUSG00000079383 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.975898 8.360011 -5.22023 344

TC0500002328.mm.1Ldb2 NM_010698"Mus musculus LIM domain binding 2 (Ldb2), transcript variant 1, mRNA."RefSeq 6.622529 9.006046 -5.21807 345

TC0600001600.mm.1Apold1 NM_001109914"Mus musculus apolipoprotein L domain containing 1 (Apold1), mRNA."RefSeq 6.778768 9.161199 -5.21415 346

TC0500000050.mm.1Abcb1a NM_011076"Mus musculus ATP-binding cassette, sub-family B (MDR/TAP), member 1A (Abcb1a), mRNA."RefSeq 7.39314 9.77507 -5.21234 347

TC1300001128.mm.1Zfp366 NM_001004149"Mus musculus zinc finger protein 366 (Zfp366), mRNA."RefSeq 7.969911 10.34586 -5.19079 348

TC0500001663.mm.1Fam20c NM_030565"Mus musculus family with sequence similarity 20, member C (Fam20c), mRNA."RefSeq 7.54452 5.169236 5.188379 349

TC0700000007.mm.1Cacng7 NM_133189"Mus musculus calcium channel, voltage-dependent, gamma subunit 7 (Cacng7), mRNA."RefSeq 8.230003 5.855431 5.18582 350

TC1800001640.mm.1Setbp1 NM_053099"Mus musculus SET binding protein 1 (Setbp1), mRNA."RefSeq 7.654639 5.283611 5.173096 351

TC1600001156.mm.1AU021092 NM_001033220"Mus musculus expressed sequence AU021092 (AU021092), mRNA."RefSeq 5.810475 8.181051 -5.17148 352

TC0600001664.mm.1Pde3a NM_018779"Mus musculus phosphodiesterase 3A, cGMP inhibited (Pde3a), mRNA."RefSeq 7.702798 5.333324 5.167527 353

TC1400000011.mm.1Gm3043 XM_001475847"PREDICTED: Mus musculus predicted gene 3043 (Gm3043), mRNA."RefSeq 4.246931 6.612883 -5.15493 354

TC0300000537.mm.1Ptx3 NM_008987"Mus musculus pentraxin related gene (Ptx3), mRNA."RefSeq 7.194561 4.836657 5.126251 355

TC1200002438.mm.1LOC100047183XM_003688897"PREDICTED: protein AHNAK2-like (LOC100047183), mRNA."MGI/Jackson Lab8.209736 5.854069 5.118308 356

TC0900000100.mm.1Sesn3 NM_030261"Mus musculus sestrin 3 (Sesn3), mRNA."RefSeq 7.766145 5.410841 5.11702 357

TC1100002649.mm.1Tgtp2 NM_001145164"Mus musculus T cell specific GTPase 2 (Tgtp2), mRNA."RefSeq 7.442976 9.797544 -5.11441 358

TC1400002785.mm.1Gm3005 ENSMUST00000178728cdna:putative chromosome:GRCm38:14:3572023:3594220:1 gene:ENSMUSG00000095195 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 6.338326 8.691387 -5.10907 359

TC0800000321.mm.1Fgfr1 NM_001079908"Mus musculus fibroblast growth factor receptor 1 (Fgfr1), transcript variant 2, mRNA."RefSeq 9.255914 6.905916 5.098235 360

TC0700004404.mm.1Chst15 NM_029935"Mus musculus carbohydrate (N-acetylgalactosamine 4-sulfate 6-O) sulfotransferase 15 (Chst15), mRNA."RefSeq 6.096837 8.44645 -5.09688 361

TC0100001592.mm.1F11r NM_172647"Mus musculus F11 receptor (F11r), mRNA."RefSeq 6.796703 9.145657 -5.09455 362

TC1700001173.mm.1Rasgrp3 NM_001166493"Mus musculus RAS, guanyl releasing protein 3 (Rasgrp3), transcript variant 1, mRNA."RefSeq 8.105174 10.4536 -5.09269 363

TC1100001242.mm.1Slfn3 NM_011409"Mus musculus schlafen 3 (Slfn3), mRNA."RefSeq 5.949217 8.29473 -5.08241 364

TC0600001279.mm.1Pparg NM_001127330"Mus musculus peroxisome proliferator activated receptor gamma (Pparg), transcript variant 1, mRNA."RefSeq 6.612323 8.955343 -5.07364 365

TC1100003090.mm.1Alox12 NM_007440"Mus musculus arachidonate 12-lipoxygenase (Alox12), mRNA."RefSeq 5.695808 8.036424 -5.06519 366

TC1900000441.mm.1Cd274 NM_021893"Mus musculus CD274 antigen (Cd274), mRNA."RefSeq 6.545994 8.886319 -5.06417 367

TC0300003158.mm.1St6galnac3 NM_011372"Mus musculus ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1, 3)-N-acetylgalactosaminide alpha-2,6-sialyltransferase 3 (St6galnac3), mRNA."RefSeq 5.613388 7.952325 -5.0593 368

TC1100002654.mm.1Btnl9 NM_172793"Mus musculus butyrophilin-like 9 (Btnl9), mRNA."RefSeq 7.837184 10.17469 -5.05426 369

TC0900002040.mm.1Pknox2 NM_001029838"Mus musculus Pbx/knotted 1 homeobox 2 (Pknox2), transcript variant 2, mRNA."RefSeq 6.841389 4.506081 5.046587 370

TC0300002482.mm.1Ecm1 NM_001252653"Mus musculus extracellular matrix protein 1 (Ecm1), transcript variant 2, mRNA."RefSeq 9.184268 6.850626 5.040763 371

TC1400002783.mm.1Gm10340 XM_003688913"PREDICTED: Mus musculus predicted gene 10340, transcript variant 4 (Gm10340), mRNA."RefSeq 6.411445 8.744834 -5.03988 372

TC1400002789.mm.1Gm2974 ENSMUST00000164512cdna:putative chromosome:GRCm38:14:4182576:4204895:1 gene:ENSMUSG00000079391 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.787486 8.120875 -5.03988 373

TC0300002815.mm.1Palmd NM_023245"Mus musculus palmdelphin (Palmd), mRNA."RefSeq 7.105933 9.438363 -5.03653 374

TC0200000636.mm.1Gsn NM_001206368"Mus musculus gelsolin (Gsn), transcript variant 3, mRNA."RefSeq 11.82764 9.496329 5.032635 375



TC0800000128.mm.1Tmem255bNM_001143671"Mus musculus transmembrane protein 255B (Tmem255b), transcript variant 1, mRNA."RefSeq 7.463867 9.793257 -5.02593 376

TC0200001849.mm.1Slc28a2 NM_172980"Mus musculus solute carrier family 28 (sodium-coupled nucleoside transporter), member 2 (Slc28a2), mRNA."RefSeq 7.47872 9.807062 -5.02228 377

TC1400000030.mm.1Gm3239 ENSMUST00000163525cdna:putative chromosome:GRCm38:14:4664192:4670850:1 gene:ENSMUSG00000090872 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.873667 8.200581 -5.01731 378

TC1400000014.mm.1D830030K20RikNM_177135"Mus musculus RIKEN cDNA D830030K20 gene (D830030K20Rik), mRNA."RefSeq 3.909884 6.236797 -5.01731 379

TC1000003102.mm.1Slc26a10 NM_177615"Mus musculus solute carrier family 26, member 10 (Slc26a10), mRNA."RefSeq 8.061352 10.38584 -5.00888 380

TC0300000419.mm.1Dclk1 NM_001111053"Mus musculus doublecortin-like kinase 1 (Dclk1), transcript variant 4, mRNA."RefSeq 6.421795 4.09853 5.004636 381

TC1600000760.mm.1Dcbld2 NM_028523"Mus musculus discoidin, CUB and LCCL domain containing 2 (Dcbld2), mRNA."RefSeq 7.376999 5.053872 5.004157 382

TC0200004525.mm.1Fbn1 NM_007993"Mus musculus fibrillin 1 (Fbn1), mRNA."RefSeq 10.65222 8.331983 4.994149 383

TC1400002844.mm.1Gm3591 ENSMUST00000164408cdna:putative chromosome:GRCm38:14:6405827:6412482:-1 gene:ENSMUSG00000096904 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 6.290323 8.609921 -4.99193 384

TC0500003175.mm.1Oas2 NM_145227"Mus musculus 2-5 oligoadenylate synthetase 2 (Oas2), mRNA."RefSeq 6.506766 8.823367 -4.98157 385

TC1400001429.mm.1Gm10128 ENSMUST00000171360cdna:known chromosome:GRCm38:14:7640895:7643972:-1 gene:ENSMUSG00000063277 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 6.009912 8.325998 -4.97979 386

TC1600000553.mm.1Cd80 NM_009855"Mus musculus CD80 antigen (Cd80), mRNA."RefSeq 5.946187 3.631402 4.975305 387

TC1000001216.mm.1Kitl NM_013598"Mus musculus kit ligand (Kitl), mRNA."RefSeq 7.9084 10.22184 -4.97068 388

TC0200002056.mm.1Plcb1 NM_019677"Mus musculus phospholipase C, beta 1 (Plcb1), transcript variant 2, mRNA."RefSeq 6.403466 8.716448 -4.96909 389

TC0200001234.mm.1Aplnr NM_011784"Mus musculus apelin receptor (Aplnr), mRNA."RefSeq 7.072255 9.384367 -4.9661 390

TC1900001095.mm.1Fads2 NM_019699"Mus musculus fatty acid desaturase 2 (Fads2), mRNA."RefSeq 7.984712 5.675698 4.955443 391

TC1000001993.mm.1Fam26e NM_178908"Mus musculus family with sequence similarity 26, member E (Fam26e), mRNA."RefSeq 6.02865 3.723716 4.941448 392

TC1400000046.mm.1Gm3494 ENSMUST00000181562cdna:putative chromosome:GRCm38:14:5501674:5522927:1 gene:ENSMUSG00000095295 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.980015 8.280418 -4.92595 393

TC0300002279.mm.1Kirrel NM_001170985"Mus musculus kin of IRRE like (Drosophila) (Kirrel), transcript variant 1, mRNA."RefSeq 7.734817 5.43499 4.923987 394

TC1400001612.mm.1Plac9b NM_001270503"Mus musculus placenta specific 9b (Plac9b), mRNA."RefSeq 9.263497 6.969829 4.903011 395

TC1400002841.mm.1Gm3642 XM_003688914"PREDICTED: Mus musculus predicted gene 3642, transcript variant 1 (Gm3642), mRNA."RefSeq 5.040403 7.333883 -4.90237 396

TC0200004811.mm.1Cd93 NM_010740"Mus musculus CD93 antigen (Cd93), mRNA."RefSeq 7.998935 10.29145 -4.89908 397

TC0800001654.mm.1Efnb2 NM_010111"Mus musculus ephrin B2 (Efnb2), mRNA."RefSeq 7.887359 10.17802 -4.89282 398

TC0200004090.mm.1Ptprj NM_001135657"Mus musculus protein tyrosine phosphatase, receptor type, J (Ptprj), transcript variant 2, mRNA."RefSeq 7.713491 5.423198 4.891554 399

TC1200002103.mm.1Tgfb3 NM_009368"Mus musculus transforming growth factor, beta 3 (Tgfb3), mRNA."RefSeq 8.80675 6.518585 4.884345 400

TC1000001684.mm.1Syne1 NM_153399"Mus musculus spectrin repeat containing, nuclear envelope 1 (Syne1), transcript variant 1, mRNA."RefSeq 6.850823 9.137815 -4.88038 401

TC1200001552.mm.1Rsad2 NM_021384"Mus musculus radical S-adenosyl methionine domain containing 2 (Rsad2), mRNA."RefSeq 6.72168 9.007502 -4.87642 402

TC0300002901.mm.1Gm4392 XM_001480045"PREDICTED: Mus musculus predicted gene 4392 (Gm4392), mRNA."RefSeq 6.853548 4.570887 4.865746 403

TC1400000004.mm.1D830030K20RikNM_177135"Mus musculus RIKEN cDNA D830030K20 gene (D830030K20Rik), mRNA."RefSeq 4.653882 6.931484 -4.84871 404

TC1400002846.mm.1Gm3636 XM_003688923"PREDICTED: Mus musculus predicted gene 3636, transcript variant 1 (Gm3636), mRNA."RefSeq 5.992423 8.26801 -4.84195 405

TC0600000127.mm.1Cav2 NM_001277756"Mus musculus caveolin 2 (Cav2), transcript variant 2, mRNA."RefSeq 7.232609 9.503983 -4.82783 406

TC0200000478.mm.1Col5a1 NM_015734"Mus musculus collagen, type V, alpha 1 (Col5a1), mRNA."RefSeq 8.268698 5.999951 4.819044 407

TC1400000007.mm.1Gm10408 NM_001256501"Mus musculus predicted gene 10408 (Gm10408), mRNA."RefSeq 4.014044 6.279572 -4.8083 408

TC0X00001909.mm.14930578C19RikNM_175228"Mus musculus RIKEN cDNA 4930578C19 gene (4930578C19Rik), mRNA."RefSeq 5.598751 7.862141 -4.80118 409

TC0500002753.mm.1Naaa NM_001163687"Mus musculus N-acylethanolamine acid amidase (Naaa), transcript variant 2, mRNA."RefSeq 7.070055 4.809065 4.793203 410

TC0700002635.mm.1Ceacam1 NM_001039186"Mus musculus carcinoembryonic antigen-related cell adhesion molecule 1 (Ceacam1), transcript variant 2, mRNA."RefSeq 7.839518 10.09857 -4.78678 411

TC0300001014.mm.1Igsf3 NM_207205"Mus musculus immunoglobulin superfamily, member 3 (Igsf3), mRNA."RefSeq 7.706697 5.45129 4.77469 412

TC0500000112.mm.1Cacna2d1 NM_001110843"Mus musculus calcium channel, voltage-dependent, alpha2/delta subunit 1 (Cacna2d1), transcript variant a, mRNA."RefSeq 6.101176 3.847089 4.770323 413

TC0600003612.mm.1Klra10 NM_008459"Mus musculus killer cell lectin-like receptor subfamily A, member 10 (Klra10), mRNA."RefSeq 3.748872 5.994742 -4.74323 414

TC0900001109.mm.1Gm11114 ENSMUST00000113205cdna:known chromosome:GRCm38:9:85312773:85312860:1 gene:ENSMUSG00000079433 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 4.675664 6.919006 -4.73493 415

TC1000000468.mm.1Nepn NM_025684"Mus musculus nephrocan (Nepn), mRNA."RefSeq 4.374456 6.617516 -4.734 416

TC1400001177.mm.1Lmo7 NM_201529"Mus musculus LIM domain only 7 (Lmo7), mRNA."RefSeq 5.370317 7.612714 -4.73183 417

TC1500000453.mm.1Myc NM_001177352"Mus musculus myelocytomatosis oncogene (Myc), transcript variant 1, mRNA."RefSeq 8.190085 5.949028 4.727433 418

TC1200001348.mm.1Efr3b NM_001082483"Mus musculus EFR3 homolog B (S. cerevisiae) (Efr3b), mRNA."RefSeq 6.633327 8.872323 -4.72068 419

TC0200002894.mm.1Celf2 NM_001110228"Mus musculus CUGBP, Elav-like family member 2 (Celf2), transcript variant 1, mRNA."RefSeq 6.258338 4.019914 4.718813 420

TC0300000043.mm.1Stmn2 NM_025285"Mus musculus stathmin-like 2 (Stmn2), mRNA."RefSeq 6.54791 8.785783 -4.71701 421

TC0300002802.mm.1Vcam1 NM_011693"Mus musculus vascular cell adhesion molecule 1 (Vcam1), mRNA."RefSeq 8.811947 6.576689 4.708469 422



TC1500000785.mm.1Parvb NM_133167"Mus musculus parvin, beta (Parvb), mRNA."RefSeq 6.011881 8.245749 -4.70394 423

TC0200005184.mm.1Ptgis NM_008968"Mus musculus prostaglandin I2 (prostacyclin) synthase (Ptgis), mRNA."RefSeq 8.01426 5.781367 4.700757 424

TC1900000082.mm.1Ltbp3 NM_008520"Mus musculus latent transforming growth factor beta binding protein 3 (Ltbp3), mRNA."RefSeq 8.398299 6.16564 4.699994 425

TC0200001851.mm.1Gm14085 NM_001085518"Mus musculus predicted gene 14085 (Gm14085), mRNA."RefSeq 6.051926 8.284423 -4.69947 426

TC1400002843.mm.1LOC100861615NM_001270812"Mus musculus alpha takusan-like (LOC100861615), mRNA."RefSeq 5.777152 8.004397 -4.68239 427

TC0900000365.mm.1Robo4 NM_028783"Mus musculus roundabout homolog 4 (Drosophila) (Robo4), mRNA."RefSeq 7.731835 9.958856 -4.68166 428

TC0700003996.mm.1Gm4070 NM_001243040"Mus musculus predicted gene 4070 (Gm4070), transcript variant 2, mRNA."RefSeq 6.921353 9.148296 -4.68141 429

TC1400002788.mm.1Gm3095 XM_003084987"PREDICTED: Mus musculus predicted gene 3095, transcript variant 1 (Gm3095), mRNA."RefSeq 6.016874 8.241636 -4.67434 430

TC1800001229.mm.1Pcdh12 NM_017378"Mus musculus protocadherin 12 (Pcdh12), mRNA."RefSeq 6.371642 8.593444 -4.66476 431

TC1100003948.mm.1Pitpnc1 NM_145823"Mus musculus phosphatidylinositol transfer protein, cytoplasmic 1 (Pitpnc1), mRNA."RefSeq 6.498242 8.719743 -4.66378 432

TC1700001521.mm.1Has1 NM_008215"Mus musculus hyaluronan synthase1 (Has1), mRNA."RefSeq 7.244857 5.023632 4.662892 433

TC0200001769.mm.1Dll4 NM_019454"Mus musculus delta-like 4 (Drosophila) (Dll4), mRNA."RefSeq 7.703525 9.922075 -4.65425 434

TC1500000317.mm.1Zfpm2 NM_011766"Mus musculus zinc finger protein, multitype 2 (Zfpm2), mRNA."RefSeq 7.411306 5.192778 4.654183 435

TC1800001222.mm.1Arap3 NM_139206"Mus musculus ArfGAP with RhoGAP domain, ankyrin repeat and PH domain 3 (Arap3), transcript variant 1, mRNA."RefSeq 7.234087 9.452285 -4.65312 436

TC1600002128.mm.1Erg NM_133659"Mus musculus avian erythroblastosis virus E-26 (v-ets) oncogene related (Erg), mRNA."RefSeq 6.686506 8.903556 -4.64942 437

TC0100003507.mm.1Uap1 NM_133806"Mus musculus UDP-N-acetylglucosamine pyrophosphorylase 1 (Uap1), mRNA."RefSeq 8.870206 6.653247 4.649124 438

TC1900000646.mm.1Scd2 NM_009128"Mus musculus stearoyl-Coenzyme A desaturase 2 (Scd2), mRNA."RefSeq 9.598916 7.385624 4.637322 439

TC1200001692.mm.1Nova1 NM_021361"Mus musculus neuro-oncological ventral antigen 1 (Nova1), mRNA."RefSeq 6.438579 4.228875 4.625804 440

TC1000002794.mm.1Tmtc2 NM_177368"Mus musculus transmembrane and tetratricopeptide repeat containing 2 (Tmtc2), mRNA."RefSeq 4.92179 7.131215 -4.62491 441

TC0800001694.mm.1Irs2 NM_001081212"Mus musculus insulin receptor substrate 2 (Irs2), mRNA."RefSeq 9.497908 7.289757 4.620827 442

TC1700002418.mm.1Twsg1 NM_023053"Mus musculus twisted gastrulation homolog 1 (Drosophila) (Twsg1), mRNA."RefSeq 9.710228 7.503931 4.614892 443

TC1200000348.mm.1Etv1 NM_007960"Mus musculus ets variant gene 1 (Etv1), transcript variant 1, mRNA."RefSeq 6.808794 4.603095 4.61298 444

TC1800001180.mm.1Ecscr NM_001033141"Mus musculus endothelial cell surface expressed chemotaxis and apoptosis regulator (Ecscr), mRNA."RefSeq 7.370599 9.574756 -4.60805 445

TC1400001517.mm.1Gm2237 ENSMUST00000170694cdna:putative chromosome:GRCm38:14:19563801:19585135:-1 gene:ENSMUSG00000093979 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.397391 7.601237 -4.60706 446

TC0100002330.mm.11700019D03RikNM_144953"Mus musculus RIKEN cDNA 1700019D03 gene (1700019D03Rik), mRNA."RefSeq 6.454549 4.250864 4.606545 447

TC1400002793.mm.1Gm3264 NM_001242945"Mus musculus predicted gene 3264 (Gm3264), mRNA."RefSeq 6.474144 8.676822 -4.60333 448

TC1400002851.mm.1Gm3739 ENSMUST00000165744cdna:putative chromosome:GRCm38:14:7293648:7315049:-1 gene:ENSMUSG00000091472 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.29584 7.497301 -4.59945 449

TC0400000518.mm.1Col15a1 NM_009928"Mus musculus collagen, type XV, alpha 1 (Col15a1), mRNA."RefSeq 10.13786 7.937065 4.597313 450

TC0800001414.mm.1Cdh13 NM_019707"Mus musculus cadherin 13 (Cdh13), mRNA."RefSeq 6.819355 9.019755 -4.59607 451

TC1200000608.mm.1Dact1 NM_001190466"Mus musculus dapper homolog 1, antagonist of beta-catenin (xenopus) (Dact1), transcript variant 1, mRNA."RefSeq 8.642095 6.443141 4.591463 452

TC0200004564.mm.1Mall NM_145532"Mus musculus mal, T cell differentiation protein-like (Mall), mRNA."RefSeq 6.338498 8.535937 -4.58664 453

TC0100003035.mm.1Daf2 NM_007827"Mus musculus decay accelerating factor 2 (Daf2), mRNA."RefSeq 6.673442 4.479252 4.576327 454

TC1000001066.mm.1Igf1 NM_010512"Mus musculus insulin-like growth factor 1 (Igf1), transcript variant 1, mRNA."RefSeq 6.553955 4.359923 4.575825 455

TC0900002480.mm.1Smad3 NM_016769"Mus musculus SMAD family member 3 (Smad3), mRNA."RefSeq 7.828316 5.635436 4.572173 456

TC0500000212.mm.1Nos3 NM_008713"Mus musculus nitric oxide synthase 3, endothelial cell (Nos3), mRNA."RefSeq 7.0479 9.239798 -4.56906 457

TC1500001520.mm.1Samd12 NM_177225"Mus musculus sterile alpha motif domain containing 12 (Samd12), mRNA."RefSeq 4.868389 7.059486 -4.56653 458

TC1100000519.mm.1Flt4 NM_008029"Mus musculus FMS-like tyrosine kinase 4 (Flt4), mRNA."RefSeq 6.446761 8.637607 -4.56573 459

TC0200000319.mm.1Etl4 NM_001081006"Mus musculus enhancer trap locus 4 (Etl4), transcript variant c, mRNA."RefSeq 6.19645 8.387201 -4.56543 460

TC1500001891.mm.1Pdgfb NM_011057"Mus musculus platelet derived growth factor, B polypeptide (Pdgfb), mRNA."RefSeq 7.484879 9.675299 -4.56438 461

TC0900001099.mm.1Sh3bgrl2 NM_172507"Mus musculus SH3 domain binding glutamic acid-rich protein like 2 (Sh3bgrl2), mRNA."RefSeq 4.774832 6.963656 -4.55934 462

TC1000001708.mm.1Ust NM_177387"Mus musculus uronyl-2-sulfotransferase (Ust), mRNA."RefSeq 6.721352 4.532724 4.558717 463

TC1200000647.mm.1Prkch NM_008856"Mus musculus protein kinase C, eta (Prkch), mRNA."RefSeq 7.262531 9.451158 -4.55871 464

TC1200000596.mm.1Frmd6 NM_028127"Mus musculus FERM domain containing 6 (Frmd6), mRNA."RefSeq 8.366083 6.179893 4.55102 465

TC0900001171.mm.1Plscr2 NM_008880"Mus musculus phospholipid scramblase 2 (Plscr2), transcript variant B, mRNA."RefSeq 4.973009 7.157927 -4.54701 466

TC1100001171.mm.1Nos2 NM_010927"Mus musculus nitric oxide synthase 2, inducible (Nos2), mRNA."RefSeq 5.771758 7.955685 -4.54389 467

TC0400002455.mm.1Aqp7 NM_007473"Mus musculus aquaporin 7 (Aqp7), mRNA."RefSeq 8.615979 10.7964 -4.53285 468

TC1700002348.mm.1Tubb4a NM_009451"Mus musculus tubulin, beta 4A class IVA (Tubb4a), mRNA."RefSeq 8.620494 6.440353 4.531978 469



TC0900003177.mm.1Cmtm8 NM_027294"Mus musculus CKLF-like MARVEL transmembrane domain containing 8 (Cmtm8), mRNA."RefSeq 5.691813 7.870738 -4.52816 470

TC0300000092.mm.1Car13 NM_024495"Mus musculus carbonic anhydrase 13 (Car13), mRNA."RefSeq 6.671566 4.492961 4.527156 471

TC0600002948.mm.1Timp4 NM_080639"Mus musculus tissue inhibitor of metalloproteinase 4 (Timp4), mRNA."RefSeq 7.561941 9.740528 -4.5271 472

TC1100001677.mm.1Cd300lg NM_027987"Mus musculus CD300 antigen like family member G (Cd300lg), transcript variant 4, mRNA."RefSeq 8.186467 10.36476 -4.52618 473

TC0200001002.mm.1Nostrin NM_181547"Mus musculus nitric oxide synthase trafficker (Nostrin), mRNA."RefSeq 6.231361 8.408314 -4.52198 474

TC0100001905.mm.1Sox17 NM_011441"Mus musculus SRY-box containing gene 17 (Sox17), mRNA."RefSeq 5.535822 7.711201 -4.51704 475

TC0400003000.mm.1Ptplad2 NM_025760"Mus musculus protein tyrosine phosphatase-like A domain containing 2 (Ptplad2), mRNA."RefSeq 4.922948 7.097896 -4.5157 476

TC0900000368.mm.1Esam NM_027102"Mus musculus endothelial cell-specific adhesion molecule (Esam), mRNA."RefSeq 7.589701 9.763337 -4.51159 477

TC1700002308.mm.1Stap2 NM_145934"Mus musculus signal transducing adaptor family member 2 (Stap2), transcript variant 1, mRNA."RefSeq 6.506559 8.679221 -4.50855 478

TC0900000226.mm.1Bmper NM_028472"Mus musculus BMP-binding endothelial regulator (Bmper), mRNA."RefSeq 6.87749 4.704913 4.50828 479

TC0400002119.mm.1Gm11787 XM_984338"PREDICTED: Mus musculus predicted gene 11787 (Gm11787), mRNA."RefSeq 6.962628 9.133866 -4.5041 480

TC0200001959.mm.1Sirpa NM_001177646"Mus musculus signal-regulatory protein alpha (Sirpa), transcript variant 2, mRNA."RefSeq 7.536576 5.366451 4.500624 481

TC1100003022.mm.1Arhgef15 NM_177566"Mus musculus Rho guanine nucleotide exchange factor (GEF) 15 (Arhgef15), mRNA."RefSeq 6.977323 9.145655 -4.49503 482

TC1400002847.mm.1Gm3667 ENSMUST00000171906cdna:putative chromosome:GRCm38:14:6868502:6889962:-1 gene:ENSMUSG00000090691 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 6.103836 8.269375 -4.48634 483

TC0400003321.mm.1Cyp4b1 NM_007823"Mus musculus cytochrome P450, family 4, subfamily b, polypeptide 1 (Cyp4b1), mRNA."RefSeq 7.520871 9.686285 -4.48595 484

TC1100000638.mm.1Gpx3 NM_008161"Mus musculus glutathione peroxidase 3 (Gpx3), mRNA."RefSeq 10.32624 8.161088 4.485143 485

TC1400000818.mm.1Il17d NM_145837"Mus musculus interleukin 17D (Il17d), mRNA."RefSeq 7.28192 5.116772 4.485124 486

TC0800001126.mm.1Gpr56 NM_001198894"Mus musculus G protein-coupled receptor 56 (Gpr56), transcript variant 1, mRNA."RefSeq 8.669345 10.83274 -4.47967 487

TC0300002797.mm.1S1pr1 NM_007901"Mus musculus sphingosine-1-phosphate receptor 1 (S1pr1), mRNA."RefSeq 7.740748 9.902854 -4.47568 488

TC0400000458.mm.1Glipr2 NM_027450"Mus musculus GLI pathogenesis-related 2 (Glipr2), mRNA."RefSeq 7.931741 5.772586 4.466532 489

TC1400002780.mm.1Gm2897 NM_001177715"Mus musculus predicted gene 2897 (Gm2897), mRNA."RefSeq 5.249527 7.408393 -4.46564 490

TC1400002849.mm.1Gm3696 NM_001024712"Mus musculus predicted gene 3696 (Gm3696), mRNA."RefSeq 4.637654 6.79652 -4.46564 491

TC0700001178.mm.1Tm6sf1 NM_145375"Mus musculus transmembrane 6 superfamily member 1 (Tm6sf1), mRNA."RefSeq 5.415636 7.570858 -4.45437 492

TC1000000465.mm.1Dcbld1 NM_025705"Mus musculus discoidin, CUB and LCCL domain containing 1 (Dcbld1), mRNA."RefSeq 4.686653 6.840552 -4.45029 493

TC1600001971.mm.1Cyyr1 NM_144853"Mus musculus cysteine and tyrosine-rich protein 1 (Cyyr1), mRNA."RefSeq 6.774858 8.928576 -4.44973 494

TC1800001430.mm.1Afap1l1 NM_178928"Mus musculus actin filament associated protein 1-like 1 (Afap1l1), mRNA."RefSeq 7.360503 9.51263 -4.44483 495

TC1400002792.mm.1Gm3252 ENSMUST00000165619cdna:putative chromosome:GRCm38:14:4726775:4747493:1 gene:ENSMUSG00000094628 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 6.489627 8.640009 -4.43945 496

TC1200001314.mm.1Rapgef5 NM_175930"Mus musculus Rap guanine nucleotide exchange factor (GEF) 5 (Rapgef5), mRNA."RefSeq 6.943552 9.093857 -4.43922 497

TC0600000564.mm.1Gimap8 NM_001077410"Mus musculus GTPase, IMAP family member 8 (Gimap8), transcript variant 2, mRNA."RefSeq 5.34222 7.490995 -4.43451 498

TC0X00000319.mm.1Lonrf3 NM_028894"Mus musculus LON peptidase N-terminal domain and ring finger 3 (Lonrf3), mRNA."RefSeq 6.739442 4.591385 4.432305 499

TC0900000720.mm.1Sema7a NM_011352"Mus musculus sema domain, immunoglobulin domain (Ig), and GPI membrane anchor, (semaphorin) 7A (Sema7a), mRNA."RefSeq 7.935817 10.0831 -4.42994 500

TC1400002791.mm.1Gm3173 XM_003084997"PREDICTED: Mus musculus predicted gene 3173, transcript variant 2 (Gm3173), mRNA."RefSeq 5.901681 8.048826 -4.4295 501

TC0900002780.mm.1Me1 NM_001198933"Mus musculus malic enzyme 1, NADP(+)-dependent, cytosolic (Me1), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA."RefSeq 7.227889 5.082836 4.423085 502

TC0900001633.mm.1Fam198a NM_177743"Mus musculus family with sequence similarity 198, member A (Fam198a), transcript variant 1, mRNA."RefSeq 6.408027 4.263944 4.420112 503

TC0700004002.mm.1Gvin1 NM_001039160"Mus musculus GTPase, very large interferon inducible 1 (Gvin1), transcript variant 2, mRNA."RefSeq 7.589533 9.733027 -4.41831 504

TC1400000047.mm.1Gm3532 ENSMUST00000181880cdna:putative chromosome:GRCm38:14:5538496:5546373:1 gene:ENSMUSG00000097853 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 4.084225 6.224471 -4.40837 505

TC0400003841.mm.1Nbl1 NM_008675"Mus musculus neuroblastoma, suppression of tumorigenicity 1 (Nbl1), mRNA."RefSeq 8.277474 6.139621 4.401066 506

TC1700002368.mm.1Efna5 NM_207654"Mus musculus ephrin A5 (Efna5), transcript variant 1, mRNA."RefSeq 6.297813 4.160122 4.400572 507

TC0600000948.mm.1Dysf NM_001077694"Mus musculus dysferlin (Dysf), transcript variant 2, mRNA."RefSeq 6.66012 8.793605 -4.38776 508

TC0300001391.mm.1Emcn NM_001163522"Mus musculus endomucin (Emcn), transcript variant 1, mRNA."RefSeq 8.589047 10.72196 -4.38601 509

TC0300001562.mm.1Negr1 NM_177274"Mus musculus neuronal growth regulator 1 (Negr1), transcript variant 2, mRNA."RefSeq 6.882869 4.753666 4.374757 510

TC0600001807.mm.1Pon3 NM_173006"Mus musculus paraoxonase 3 (Pon3), mRNA."RefSeq 7.526896 5.39824 4.373099 511

TC1000002253.mm.1Tspan15 NM_197996"Mus musculus tetraspanin 15 (Tspan15), mRNA."RefSeq 6.350727 8.479347 -4.37299 512

TC0400003393.mm.1Tie1 NM_011587"Mus musculus tyrosine kinase with immunoglobulin-like and EGF-like domains 1 (Tie1), mRNA."RefSeq 8.192481 10.31926 -4.36742 513

TC1600000480.mm.1Itgb5 NM_010580"Mus musculus integrin beta 5 (Itgb5), transcript variant 2, mRNA."RefSeq 9.651452 7.526703 4.361272 514

TC0200005453.mm.1Sox18 NM_009236"Mus musculus SRY-box containing gene 18 (Sox18), mRNA."RefSeq 8.037371 10.16181 -4.36034 515

TC0900002997.mm.1Col6a6 NM_001102607"Mus musculus collagen, type VI, alpha 6 (Col6a6), transcript variant 1, mRNA."RefSeq 7.409907 5.289074 4.34945 516



TC0900002869.mm.1Trpc1 NM_011643"Mus musculus transient receptor potential cation channel, subfamily C, member 1 (Trpc1), mRNA."RefSeq 5.761642 3.641554 4.347205 517

TC0900000500.mm.1Mcam NM_023061"Mus musculus melanoma cell adhesion molecule (Mcam), mRNA."RefSeq 7.71827 9.838311 -4.34706 518

TC1900000536.mm.1Exoc6 NM_175353"Mus musculus exocyst complex component 6 (Exoc6), mRNA."RefSeq 6.811528 8.929842 -4.34186 519

TC0700000050.mm.1Ssc5d NM_173008"Mus musculus scavenger receptor cysteine rich domain containing (5 domains) (Ssc5d), mRNA."RefSeq 7.923226 5.806853 4.336025 520

TC0900002915.mm.1Pik3cb NM_029094"Mus musculus phosphatidylinositol 3-kinase, catalytic, beta polypeptide (Pik3cb), mRNA."RefSeq 5.893478 8.009399 -4.33467 521

TC0200002307.mm.1Ccm2l NM_145536"Mus musculus cerebral cavernous malformation 2-like (Ccm2l), mRNA."RefSeq 7.247972 9.362985 -4.33194 522

TC1200001464.mm.1Pqlc3 NM_172574"Mus musculus PQ loop repeat containing (Pqlc3), transcript variant 1, mRNA."RefSeq 7.678662 5.564211 4.330252 523

TC0700001252.mm.1Nox4 NM_001285835"NADPH oxidase 4 (Nox4), transcript variant 3, mRNA."RefSeq 5.815526 3.701738 4.328263 524

TC0600000565.mm.1Gimap9 NM_174960"Mus musculus GTPase, IMAP family member 9 (Gimap9), mRNA."RefSeq 3.50301 5.616629 -4.32776 525

TC0600002656.mm.1Arhgap25 NM_175476"Mus musculus Rho GTPase activating protein 25 (Arhgap25), transcript variant 2, mRNA."RefSeq 5.246263 7.359673 -4.32713 526

TC1700001105.mm.1Epb4.1l3 NM_013813"Mus musculus erythrocyte protein band 4.1-like 3 (Epb4.1l3), mRNA."RefSeq 6.462853 4.349655 4.326493 527

TC1100002614.mm.1Sgcd NM_011891"Mus musculus sarcoglycan, delta (dystrophin-associated glycoprotein) (Sgcd), mRNA."RefSeq 5.91327 3.802318 4.319763 528

TC0X00000051.mm.1Shroom4 NM_001040459"Mus musculus shroom family member 4 (Shroom4), mRNA."RefSeq 6.905437 9.013782 -4.31196 529

TC0700002023.mm.1Cyp2e1 NM_021282"Mus musculus cytochrome P450, family 2, subfamily e, polypeptide 1 (Cyp2e1), mRNA."RefSeq 6.149377 4.041717 4.309917 530

TC1400002854.mm.1Gm3558 NM_001270842"Mus musculus predicted gene 3558 (Gm3558), mRNA."RefSeq 5.917682 8.023103 -4.30323 531

TC1800001431.mm.1Ablim3 NM_198649"Mus musculus actin binding LIM protein family, member 3 (Ablim3), transcript variant 1, mRNA."RefSeq 8.5625 10.66593 -4.2973 532

TC0200001049.mm.1Rapgef4 NM_001204167"Mus musculus Rap guanine nucleotide exchange factor (GEF) 4 (Rapgef4), transcript variant 4, mRNA."RefSeq 4.893285 6.99194 -4.2831 533

TC1000000778.mm.1Icosl NM_015790"Mus musculus icos ligand (Icosl), mRNA."RefSeq 8.036028 5.939163 4.277788 534

TC1100003966.mm.1Prkca NM_011101"Mus musculus protein kinase C, alpha (Prkca), mRNA."RefSeq 7.00029 4.906286 4.269313 535

TC1100003236.mm.1Fam101b NM_029658"Mus musculus family with sequence similarity 101, member B (Fam101b), mRNA."RefSeq 8.033611 10.12666 -4.26649 536

TC1500002040.mm.1Plxnb2 NM_001159521"Mus musculus plexin B2 (Plxnb2), mRNA."RefSeq 7.825556 5.735963 4.25628 537

TC0200000352.mm.1Apbb1ip NM_019456"Mus musculus amyloid beta (A4) precursor protein-binding, family B, member 1 interacting protein (Apbb1ip), mRNA."RefSeq 6.292662 4.204355 4.252488 538

TC0200003473.mm.1Zeb2 NM_001289521"zinc finger E-box binding homeobox 2 (Zeb2), transcript variant 3, mRNA."RefSeq 6.845475 4.760655 4.242222 539

TC0300001639.mm.1Fabp4 NM_024406"Mus musculus fatty acid binding protein 4, adipocyte (Fabp4), mRNA."RefSeq 9.288854 11.37322 -4.24087 540

TC1800001334.mm.1Lox NM_001286181"lysyl oxidase (Lox), transcript variant 2, mRNA."RefSeq 6.510979 4.427118 4.239403 541

TC0700000242.mm.1Ptgir NM_008967"Mus musculus prostaglandin I receptor (IP) (Ptgir), mRNA."RefSeq 7.130415 5.047556 4.236459 542

TC0700001432.mm.1Pde2a NM_001143848"Mus musculus phosphodiesterase 2A, cGMP-stimulated (Pde2a), transcript variant 1, mRNA."RefSeq 8.12721 10.20869 -4.23241 543

TC1300001835.mm.1Txndc5 NM_001289599"thioredoxin domain containing 5 (Txndc5), transcript variant 3, mRNA."RefSeq 9.270203 7.189489 4.230165 544

TC0700000292.mm.1Gpr4 NM_175668"Mus musculus G protein-coupled receptor 4 (Gpr4), mRNA."RefSeq 7.189479 9.27013 -4.22998 545

TC0600001639.mm.1Mgst1 NM_019946"Mus musculus microsomal glutathione S-transferase 1 (Mgst1), mRNA."RefSeq 6.856495 4.776575 4.227838 546

TC1100003087.mm.1Bcl6b NM_007528"Mus musculus B cell CLL/lymphoma 6, member B (Bcl6b), mRNA."RefSeq 6.98597 9.063844 -4.22185 547

TC1100001285.mm.1Car4 NM_007607"Mus musculus carbonic anhydrase 4 (Car4), mRNA."RefSeq 7.62462 9.700875 -4.21711 548

TC1000003047.mm.1Rassf3 NM_138956"Mus musculus Ras association (RalGDS/AF-6) domain family member 3 (Rassf3), mRNA."RefSeq 7.181829 9.255113 -4.20844 549

TC1200001643.mm.1Tspan13 NM_025359"Mus musculus tetraspanin 13 (Tspan13), mRNA."RefSeq 7.919418 9.990036 -4.20067 550

TC1400001393.mm.1Gm3500 ENSMUST00000177986cdna:putative chromosome:GRCm38:14:5365794:5389049:-1 gene:ENSMUSG00000096003 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.984351 8.053999 -4.19784 551

TC1400002017.mm.1Ndrg2 NM_001145959"Mus musculus N-myc downstream regulated gene 2 (Ndrg2), transcript variant 2, mRNA."RefSeq 9.253188 7.184386 4.195381 552

TC1400002262.mm.1Scara3 NM_172604"Mus musculus scavenger receptor class A, member 3 (Scara3), mRNA."RefSeq 6.855938 4.78721 4.195166 553

TC0400000234.mm.1Epha7 NM_001122889"Mus musculus Eph receptor A7 (Epha7), transcript variant 2, mRNA."RefSeq 5.907887 3.839219 4.194992 554

TC0200001448.mm.1Trp53i11 NM_001025246"Mus musculus transformation related protein 53 inducible protein 11 (Trp53i11), mRNA."RefSeq 8.063217 10.13088 -4.19206 555

TC1800000623.mm.1Pdgfrb NM_001146268"Mus musculus platelet derived growth factor receptor, beta polypeptide (Pdgfrb), transcript variant 1, mRNA."RefSeq 9.599476 7.532246 4.190813 556

TC1700000846.mm.1Clic5 NM_172621"Mus musculus chloride intracellular channel 5 (Clic5), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 8.360705 10.42756 -4.18973 557

TC1400000853.mm.1C1qtnf9 NM_183175"Mus musculus C1q and tumor necrosis factor related protein 9 (C1qtnf9), mRNA."RefSeq 7.788089 9.85443 -4.18823 558

TC0800002423.mm.1Ushbp1 NM_181418"Mus musculus Usher syndrome 1C binding protein 1 (Ushbp1), mRNA."RefSeq 6.949049 9.011068 -4.1757 559

TC0200002439.mm.1Ppp1r16b NM_153089"Mus musculus protein phosphatase 1, regulatory (inhibitor) subunit 16B (Ppp1r16b), transcript variant 2, mRNA."RefSeq 6.64345 8.704345 -4.17245 560

TC0400000015.mm.1Lyn NM_001111096"Mus musculus Yamaguchi sarcoma viral (v-yes-1) oncogene homolog (Lyn), transcript variant 1, mRNA."RefSeq 6.620972 8.679628 -4.16598 561

TC1000002099.mm.1Prdm1 NM_007548"Mus musculus PR domain containing 1, with ZNF domain (Prdm1), mRNA."RefSeq 4.467769 6.524682 -4.16095 562

TC0700003764.mm.1Thrsp NM_009381"Mus musculus thyroid hormone responsive (Thrsp), mRNA."RefSeq 5.861492 7.917593 -4.15861 563



TC1400001422.mm.1 uc007sdy.1"alpha43-takusan mRNA, complete cds."UCSC Genes 5.268383 7.320926 -4.14837 564

TC0800000845.mm.1Hmox1 NM_010442"Mus musculus heme oxygenase (decycling) 1 (Hmox1), mRNA."RefSeq 9.462677 7.410717 4.146689 565

TC1100002643.mm.1Gm12185 NM_001045540"Mus musculus predicted gene 12185 (Gm12185), mRNA."RefSeq 6.61688 8.668403 -4.14543 566

TC0200003365.mm.1Ggta1 NM_001145821"Mus musculus glycoprotein galactosyltransferase alpha 1, 3 (Ggta1), transcript variant 2, mRNA."RefSeq 6.102496 8.153398 -4.14365 567

TC1700000593.mm.1Kank3 NM_030697"Mus musculus KN motif and ankyrin repeat domains 3 (Kank3), mRNA."RefSeq 7.137968 9.186007 -4.13544 568

TC1000002571.mm.1Glt8d2 NM_029102"Mus musculus glycosyltransferase 8 domain containing 2 (Glt8d2), mRNA."RefSeq 6.399286 4.35223 4.132618 569

TC1400002848.mm.1Gm10406 NM_001164727"Mus musculus predicted gene 10406 (Gm10406), mRNA."RefSeq 5.588905 7.635497 -4.13129 570

TC1200001012.mm.1Rin3 NM_177620"Mus musculus Ras and Rab interactor 3 (Rin3), transcript variant 1, mRNA."RefSeq 6.053404 8.099956 -4.13117 571

TC1100003146.mm.1Spns2 NM_001276383"Mus musculus spinster homolog 2 (Spns2), transcript variant 2, mRNA."RefSeq 6.661152 8.707454 -4.13046 572

TC1100002406.mm.1Ccdc85a NM_001166661"Mus musculus coiled-coil domain containing 85A (Ccdc85a), transcript variant 2, mRNA."RefSeq 5.824889 7.870969 -4.12982 573

TC0900000035.mm.1Pdgfd NM_027924"Mus musculus platelet-derived growth factor, D polypeptide (Pdgfd), mRNA."RefSeq 7.492661 9.53772 -4.1269 574

TC1500000298.mm.1Fzd6 NM_001162494"Mus musculus frizzled homolog 6 (Drosophila) (Fzd6), transcript variant 2, mRNA."RefSeq 6.815885 8.860856 -4.12665 575

TC0500000699.mm.1Rasl11b NM_026878"Mus musculus RAS-like, family 11, member B (Rasl11b), mRNA."RefSeq 7.749743 5.706059 4.12297 576

TC1400000325.mm.1Sema3g NM_001025379"Mus musculus sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3G (Sema3g), mRNA."RefSeq 6.007821 8.050647 -4.12052 577

TC0300001268.mm.1Arsj NM_173451"Mus musculus arylsulfatase J (Arsj), mRNA."RefSeq 5.770847 3.72814 4.120179 578

TC0200000888.mm.1Pkp4 NM_026361"Mus musculus plakophilin 4 (Pkp4), transcript variant 1, mRNA."RefSeq 7.25055 9.293219 -4.12007 579

TC0500003629.mm.1Flt1 NM_010228"Mus musculus FMS-like tyrosine kinase 1 (Flt1), mRNA."RefSeq 8.849695 10.89171 -4.11821 580

TC0700002500.mm.1Bcam NM_020486"Mus musculus basal cell adhesion molecule (Bcam), mRNA."RefSeq 7.728507 9.770509 -4.11817 581

TSUnmapped00000047.mm.1Cd83 NM_001289915"CD83 antigen (Cd83), transcript variant 2, mRNA."RefSeq 6.727712 4.686867 4.114865 582

TC0500003271.mm.1Scarb1 NM_001205082"Mus musculus scavenger receptor class B, member 1 (Scarb1), transcript variant 2, mRNA."RefSeq 6.777017 8.817847 -4.11482 583

TC1100000822.mm.1Pmp22 NM_008885"Mus musculus peripheral myelin protein 22 (Pmp22), mRNA."RefSeq 10.64494 8.604355 4.11412 584

TC1200000740.mm.1Galnt16 NM_001081421"Mus musculus UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 16 (Galnt16), mRNA."RefSeq 6.816869 4.777218 4.111461 585

TC1400001402.mm.1Gm8237 ENSMUST00000164484cdna:putative chromosome:GRCm38:14:5857918:5880382:-1 gene:ENSMUSG00000090707 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.579947 7.617453 -4.10535 586

TC0100003595.mm.1Gm16340 XM_003084464"PREDICTED: Mus musculus predicted gene 16340 (Gm16340), mRNA."RefSeq 7.667882 9.699055 -4.08737 587

TC1200001810.mm.1Clec14a NM_025809"Mus musculus C-type lectin domain family 14, member a (Clec14a), mRNA."RefSeq 5.673287 7.703499 -4.08465 588

TC0900000581.mm.1Nxpe4 NM_172921"Mus musculus neurexophilin and PC-esterase domain family, member 4 (Nxpe4), mRNA."RefSeq 6.185746 8.215783 -4.08415 589

TC1300000016.mm.1Akr1c14 NM_134072"Mus musculus aldo-keto reductase family 1, member C14 (Akr1c14), mRNA."RefSeq 5.18681 7.215397 -4.08005 590

TC1800001744.mm.1Arhgap26 NM_175164"Mus musculus Rho GTPase activating protein 26 (Arhgap26), mRNA."RefSeq 5.504423 7.532906 -4.07976 591

TC1000002175.mm.1Man1a NM_008548"Mus musculus mannosidase 1, alpha (Man1a), mRNA."RefSeq 9.210954 7.185753 4.070486 592

TC0300000675.mm.1Sh3d19 NM_001082414"Mus musculus SH3 domain protein D19 (Sh3d19), mRNA."RefSeq 8.644668 6.620957 4.066284 593

TC1900000127.mm.1Ppp1r14b NM_008889"Mus musculus protein phosphatase 1, regulatory (inhibitor) subunit 14B (Ppp1r14b), mRNA."RefSeq 8.507485 6.485613 4.061104 594

TC1500000217.mm.1Sema5a NM_009154"Mus musculus sema domain, seven thrombospondin repeats (type 1 and type 1-like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 5A (Sema5a), mRNA."RefSeq 6.702597 4.687331 4.042551 595

TC0100003593.mm.1AI607873 NM_001204910"Mus musculus expressed sequence AI607873 (AI607873), mRNA."RefSeq 9.130141 7.117258 4.035879 596

TC0100001381.mm.1Rgs16 NM_011267"Mus musculus regulator of G-protein signaling 16 (Rgs16), mRNA."RefSeq 6.502544 8.514505 -4.0333 597

TC0600002020.mm.1Podxl NM_013723"Mus musculus podocalyxin-like (Podxl), mRNA."RefSeq 8.730446 10.74141 -4.03051 598

TC0300002490.mm.1BC028528 NM_153513"Mus musculus cDNA sequence BC028528 (BC028528), mRNA."RefSeq 5.58246 7.592649 -4.02835 599

TC1600000249.mm.1Cldn5 NM_013805"Mus musculus claudin 5 (Cldn5), mRNA."RefSeq 7.600229 9.610172 -4.02766 600

TC0200002945.mm.1Itih2 NM_010582"Mus musculus inter-alpha trypsin inhibitor, heavy chain 2 (Itih2), mRNA."RefSeq 5.878108 3.868363 4.02711 601

TC1400001012.mm.1Gfra2 NM_008115"Mus musculus glial cell line derived neurotrophic factor family receptor alpha 2 (Gfra2), mRNA."RefSeq 6.668266 4.660679 4.021091 602

TC0800002403.mm.1Ifi30 NM_023065"Mus musculus interferon gamma inducible protein 30 (Ifi30), mRNA."RefSeq 8.533188 6.526268 4.019232 603

TC0400000873.mm.1Acer2 NM_139306"Mus musculus alkaline ceramidase 2 (Acer2), mRNA."RefSeq 6.272257 8.274539 -4.00633 604

TC0500003116.mm.1Hspb8 NM_030704"Mus musculus heat shock protein 8 (Hspb8), mRNA."RefSeq 7.809381 5.807644 4.004819 605

TC0400003627.mm.1Tinagl1 NM_001168333"Mus musculus tubulointerstitial nephritis antigen-like 1 (Tinagl1), transcript variant 2, mRNA."RefSeq 7.168042 9.167894 -3.99959 606

TC1100004292.mm.19930111J21Rik1NM_001114679"Mus musculus RIKEN cDNA 9930111J21 gene 1 (9930111J21Rik1), mRNA."RefSeq 6.419883 8.416406 -3.99037 607

TC0800001133.mm.1Mmp15 NM_008609"Mus musculus matrix metallopeptidase 15 (Mmp15), mRNA."RefSeq 7.477737 9.473916 -3.98942 608

TC0700000236.mm.1Slc1a5 NM_009201"Mus musculus solute carrier family 1 (neutral amino acid transporter), member 5 (Slc1a5), mRNA."RefSeq 8.691047 6.696415 3.985144 609

TC0600001352.mm.1Cecr2 NM_001128151"Mus musculus cat eye syndrome chromosome region, candidate 2 (Cecr2), mRNA."RefSeq 5.245179 7.239141 -3.98329 610



TC1400000041.mm.1Gm8271 XM_985778"PREDICTED: Mus musculus predicted gene 8271 (Gm8271), mRNA."RefSeq 4.072124 6.063965 -3.97744 611

TC1100003013.mm.1Ntn1 NM_008744"Mus musculus netrin 1 (Ntn1), mRNA."RefSeq 8.874011 6.889975 3.955982 612

TC0200000514.mm.1Cercam NM_207298"Mus musculus cerebral endothelial cell adhesion molecule (Cercam), mRNA."RefSeq 7.161932 5.179253 3.952263 613

TC0300000711.mm.1Nes NM_016701"Mus musculus nestin (Nes), mRNA."RefSeq 6.379932 8.361745 -3.94989 614

TC0600002756.mm.1Adamts9 NM_175314"Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 9 (Adamts9), mRNA."RefSeq 7.174805 9.155716 -3.94742 615

TC0600000914.mm.1Loxl3 NM_013586"Mus musculus lysyl oxidase-like 3 (Loxl3), mRNA."RefSeq 6.919868 4.939767 3.945207 616

TC1500000520.mm.1Dennd3 NM_001081066"Mus musculus DENN/MADD domain containing 3 (Dennd3), mRNA."RefSeq 6.240912 8.218893 -3.93941 617

TC1100001123.mm.1Coro6 NM_139128"Mus musculus coronin 6 (Coro6), transcript variant A, mRNA."RefSeq 6.723925 8.699787 -3.93363 618

TC1200002443.mm.1Jag2 NM_010588"Mus musculus jagged 2 (Jag2), mRNA."RefSeq 7.590755 9.566197 -3.93249 619

TSUnmapped00000043.mm.1Rora NM_001289916"RAR-related orphan receptor alpha (Rora), transcript variant 2, mRNA."RefSeq 8.017058 6.045063 3.923102 620

TC0300003113.mm.1Lphn2 NM_001081298"Mus musculus latrophilin 2 (Lphn2), mRNA."RefSeq 6.810815 8.782295 -3.9217 621

TC1400002102.mm.1Adcy4 NM_080435"Mus musculus adenylate cyclase 4 (Adcy4), mRNA."RefSeq 7.313784 9.285084 -3.92121 622

TC0200003362.mm.1Stom NM_013515"Mus musculus stomatin (Stom), mRNA."RefSeq 7.032519 9.003495 -3.92033 623

TC1800000528.mm.1Sncaip NM_001199151"Mus musculus synuclein, alpha interacting protein (synphilin) (Sncaip), transcript variant 1, mRNA."RefSeq 5.416858 7.387177 -3.91855 624

TC0400003992.mm.12610305D13RikNM_145078"Mus musculus RIKEN cDNA 2610305D13 gene (2610305D13Rik), mRNA."RefSeq 6.194016 8.162921 -3.91471 625

TC0800000441.mm.1D8Ertd82e NM_172911"Mus musculus DNA segment, Chr 8, ERATO Doi 82, expressed (D8Ertd82e), mRNA."RefSeq 6.363889 8.332679 -3.9144 626

TC1100001196.mm.1Adap2 NM_172133"Mus musculus ArfGAP with dual PH domains 2 (Adap2), mRNA."RefSeq 7.703991 5.736362 3.911248 627

TC0100000602.mm.1Xrcc5 NM_009533"Mus musculus X-ray repair complementing defective repair in Chinese hamster cells 5 (Xrcc5), mRNA."RefSeq 5.692978 3.726784 3.90736 628

TC1800000103.mm.1Lama3 NM_010680"Mus musculus laminin, alpha 3 (Lama3), mRNA."RefSeq 5.053465 7.019546 -3.90705 629

TC0500000425.mm.1Cytl1 NM_001081106"Mus musculus cytokine-like 1 (Cytl1), mRNA."RefSeq 9.394667 7.428748 3.906615 630

TC0200005114.mm.1Sdc4 NM_011521"Mus musculus syndecan 4 (Sdc4), mRNA."RefSeq 6.920483 4.954756 3.906095 631

TC0600001092.mm.1Slc6a6 NM_009320"Mus musculus solute carrier family 6 (neurotransmitter transporter, taurine), member 6 (Slc6a6), mRNA."RefSeq 8.24641 10.2075 -3.89355 632

TC0200001203.mm.1Itgav NM_008402"Mus musculus integrin alpha V (Itgav), mRNA."RefSeq 8.248762 6.292297 3.881098 633

TC0X00002267.mm.1Mtap7d3 NM_177293"Mus musculus MAP7 domain containing 3 (Mtap7d3), mRNA."RefSeq 5.214694 3.258414 3.880601 634

TC0300001521.mm.1Eltd1 NM_133222"Mus musculus EGF, latrophilin seven transmembrane domain containing 1 (Eltd1), mRNA."RefSeq 8.894864 10.85059 -3.87912 635

TC1300002335.mm.1Rhobtb3 NM_028493"Mus musculus Rho-related BTB domain containing 3 (Rhobtb3), mRNA."RefSeq 6.618176 4.662451 3.879108 636

TC0100002866.mm.1Pam NM_013626"Mus musculus peptidylglycine alpha-amidating monooxygenase (Pam), mRNA."RefSeq 9.73038 7.775074 3.877982 637

TC0100002965.mm.1Steap3 NM_133186"Mus musculus STEAP family member 3 (Steap3), transcript variant 2, mRNA."RefSeq 6.992749 5.037515 3.877788 638

TC0600000232.mm.1Flnc NM_001081185"Mus musculus filamin C, gamma (Flnc), mRNA."RefSeq 7.507842 5.553737 3.874755 639

TC1200002416.mm.1Ppp1r13b NM_011625"Mus musculus protein phosphatase 1, regulatory (inhibitor) subunit 13B (Ppp1r13b), mRNA."RefSeq 7.070798 9.024848 -3.87461 640

TC0900000031.mm.1Casp1 NM_009807"Mus musculus caspase 1 (Casp1), mRNA."RefSeq 4.241741 6.195397 -3.87355 641

TC0400000529.mm.1Nr4a3 NM_015743"Mus musculus nuclear receptor subfamily 4, group A, member 3 (Nr4a3), mRNA."RefSeq 8.230714 6.277218 3.873119 642

TC1300001654.mm.1Lrrc16a NM_026825"Mus musculus leucine rich repeat containing 16A (Lrrc16a), mRNA."RefSeq 6.481943 4.530327 3.868076 643

TC0300002860.mm.1Fnbp1l NM_153118"Mus musculus formin binding protein 1-like (Fnbp1l), transcript variant 2, mRNA."RefSeq 6.740664 8.692184 -3.86782 644

TC0900001009.mm.1Myo5a NM_010864"Mus musculus myosin VA (Myo5a), mRNA."RefSeq 6.410148 4.459637 3.865114 645

TC0200003603.mm.1Pla2r1 NM_008867"Mus musculus phospholipase A2 receptor 1 (Pla2r1), mRNA."RefSeq 5.832213 3.882037 3.864217 646

TC0600001035.mm.1Mgll NM_011844"Mus musculus monoglyceride lipase (Mgll), transcript variant 2, mRNA."RefSeq 7.9179 9.867882 -3.8637 647

TC0700001409.mm.1Ucp2 NM_011671"Mus musculus uncoupling protein 2 (mitochondrial, proton carrier) (Ucp2), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 7.156424 9.105203 -3.86048 648

TC0500000850.mm.1Cxcl2 NM_009140"Mus musculus chemokine (C-X-C motif) ligand 2 (Cxcl2), mRNA."RefSeq 7.21829 5.269522 3.860447 649

TC1100003932.mm.1Pecam1 NM_001032378"Mus musculus platelet/endothelial cell adhesion molecule 1 (Pecam1), transcript variant 2, mRNA."RefSeq 8.626008 10.57252 -3.85441 650

TC1000001336.mm.1Ptprb NM_029928"Mus musculus protein tyrosine phosphatase, receptor type, B (Ptprb), mRNA."RefSeq 9.312787 11.25839 -3.85199 651

TC1600001655.mm.1Cd200 NM_010818"Mus musculus CD200 antigen (Cd200), mRNA."RefSeq 7.342591 9.281214 -3.8334 652

TC0700004291.mm.1Sult1a1 NM_133670"Mus musculus sulfotransferase family 1A, phenol-preferring, member 1 (Sult1a1), mRNA."RefSeq 7.45224 9.390014 -3.83114 653

TC0100001356.mm.1Fam129a NM_022018"Mus musculus family with sequence similarity 129, member A (Fam129a), mRNA."RefSeq 8.147407 6.209837 3.830599 654

TC0900000369.mm.1Vsig2 NM_020518"Mus musculus V-set and immunoglobulin domain containing 2 (Vsig2), mRNA."RefSeq 6.306069 8.242873 -3.82857 655

TC0600001852.mm.1Ica1 NM_001252266"Mus musculus islet cell autoantigen 1 (Ica1), transcript variant 2, mRNA."RefSeq 5.062598 6.998106 -3.82513 656

TC1100000873.mm.1Pik3r6 NM_001004435"Mus musculus phosphoinositide-3-kinase, regulatory subunit 6 (Pik3r6), transcript variant 2, mRNA."RefSeq 5.973959 7.909165 -3.82433 657



TC0900002770.mm.1Fam46a NM_001160378"Mus musculus family with sequence similarity 46, member A (Fam46a), transcript variant 1, mRNA."RefSeq 6.882707 4.948593 3.821434 658

TC1100003511.mm.1Dgke NM_019505"Mus musculus diacylglycerol kinase, epsilon (Dgke), mRNA."RefSeq 5.151161 7.084694 -3.8199 659

TC1900000552.mm.1Plce1 NM_019588"Mus musculus phospholipase C, epsilon 1 (Plce1), mRNA."RefSeq 6.928008 4.995342 3.8176 660

TC1500001585.mm.1Mtss1 NM_001146180"Mus musculus metastasis suppressor 1 (Mtss1), transcript variant 2, mRNA."RefSeq 6.302588 8.23144 -3.80752 661

TC1500001847.mm.1Mfng NM_008595"Mus musculus MFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferase (Mfng), mRNA."RefSeq 5.941147 7.869814 -3.80703 662

TC1500000160.mm.1Myo10 NM_019472"Mus musculus myosin X (Myo10), mRNA."RefSeq 8.12806 10.05431 -3.80066 663

TC0100000297.mm.1Il1rl2 NM_133193"Mus musculus interleukin 1 receptor-like 2 (Il1rl2), mRNA."RefSeq 6.601445 4.679626 3.789005 664

TC0900002346.mm.1Tspan3 NM_019793"Mus musculus tetraspanin 3 (Tspan3), mRNA."RefSeq 8.675427 6.756628 3.781082 665

TC1100002648.mm.19930111J21Rik2NM_173434"Mus musculus RIKEN cDNA 9930111J21 gene 2 (9930111J21Rik2), mRNA."RefSeq 6.920728 8.836007 -3.77187 666

TC1100001624.mm.1Fkbp10 NM_001163481"Mus musculus FK506 binding protein 10 (Fkbp10), transcript variant 2, mRNA."RefSeq 8.492075 6.576841 3.77175 667

TC1200001237.mm.1Tnfaip2 NM_009396"Mus musculus tumor necrosis factor, alpha-induced protein 2 (Tnfaip2), mRNA."RefSeq 7.455571 5.54049 3.77135 668

TC1700002490.mm.1Emilin2 NM_145158"Mus musculus elastin microfibril interfacer 2 (Emilin2), mRNA."RefSeq 6.603911 4.690439 3.767146 669

TC1900001490.mm.1Aldh18a1 NM_153554"Mus musculus aldehyde dehydrogenase 18 family, member A1 (Aldh18a1), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA."RefSeq 7.255342 5.343256 3.763529 670

TC0100000372.mm.1Sdpr NM_138741"Mus musculus serum deprivation response (Sdpr), mRNA."RefSeq 8.888308 10.79406 -3.74703 671

TC0100000509.mm.1Nrp2 NM_001077407"Mus musculus neuropilin 2 (Nrp2), transcript variant 6, mRNA."RefSeq 7.807642 9.712002 -3.74343 672

TC0700000276.mm.1Nova2 NM_001029877"Mus musculus neuro-oncological ventral antigen 2 (Nova2), mRNA."RefSeq 6.239198 8.140535 -3.73559 673

TC0500003730.mm.1Gbp9 NM_172777"Mus musculus guanylate-binding protein 9 (Gbp9), mRNA."RefSeq 8.14701 10.04827 -3.7354 674

TC0200004919.mm.1Foxs1 NM_010226"Mus musculus forkhead box S1 (Foxs1), mRNA."RefSeq 7.505862 5.606825 3.729642 675

TC0800002702.mm.1Ces1d NM_053200"Mus musculus carboxylesterase 1D (Ces1d), mRNA."RefSeq 5.846298 3.947744 3.728393 676

TC0900001383.mm.1Mst1r NM_009074"Mus musculus macrophage stimulating 1 receptor (c-met-related tyrosine kinase) (Mst1r), mRNA."RefSeq 6.552412 4.655879 3.723174 677

TC1100003600.mm.1Abi3 NM_025659"Mus musculus ABI gene family, member 3 (Abi3), transcript variant 1, mRNA."RefSeq 5.985415 7.880374 -3.71911 678

TC0200002067.mm.1Plcb4 NM_013829"Mus musculus phospholipase C, beta 4 (Plcb4), mRNA."RefSeq 7.64082 9.535435 -3.71823 679

TC0200001576.mm.1Wt1 NM_144783"Mus musculus Wilms tumor 1 homolog (Wt1), mRNA."RefSeq 5.910618 7.804765 -3.71702 680

TC0400001894.mm.1Rex2 NM_001177767"Mus musculus reduced expression 2 (Rex2), mRNA."RefSeq 5.862242 7.754966 -3.71336 681

TC0200004507.mm.1Duoxa1 NM_145395"Mus musculus dual oxidase maturation factor 1 (Duoxa1), mRNA."RefSeq 6.842638 4.950766 3.711165 682

TC1100003923.mm.1Icam2 NM_010494"Mus musculus intercellular adhesion molecule 2 (Icam2), mRNA."RefSeq 5.811765 7.70347 -3.71074 683

TC0700002632.mm.1LOC100862213XM_003688825"PREDICTED: hormone-sensitive lipase-like (LOC100862213), mRNA."MGI/Jackson Lab6.880693 8.771577 -3.70862 684

TC0X00003168.mm.1Maged2 NM_001199246"Mus musculus melanoma antigen, family D, 2 (Maged2), transcript variant 2, mRNA."RefSeq 7.978608 6.08856 3.706476 685

TC1400001415.mm.1Gm8050 XM_003084992"PREDICTED: Mus musculus predicted gene 8050 (Gm8050), mRNA."RefSeq 4.754637 6.643633 -3.70377 686

TC0600003428.mm.1Bhlhe41 NM_024469"Mus musculus basic helix-loop-helix family, member e41 (Bhlhe41), transcript variant 1, mRNA."RefSeq 6.231255 4.343578 3.700389 687

TC0600003501.mm.1Gimap5 NM_175035"Mus musculus GTPase, IMAP family member 5 (Gimap5), mRNA."RefSeq 4.722452 6.60926 -3.69816 688

TC0900001208.mm.1Gk5 NM_177352"Mus musculus glycerol kinase 5 (putative) (Gk5), mRNA."RefSeq 6.629787 4.743733 3.696229 689

TC1100004123.mm.1Cygb NM_030206"Mus musculus cytoglobin (Cygb), mRNA."RefSeq 9.623008 7.73756 3.694676 690

TC0900002239.mm.1Nnmt NM_010924"Mus musculus nicotinamide N-methyltransferase (Nnmt), mRNA."RefSeq 6.194697 4.309311 3.694518 691

TC1400001671.mm.1Stab1 NM_138672"Mus musculus stabilin 1 (Stab1), mRNA."RefSeq 6.20508 8.089871 -3.69299 692

TC0100000949.mm.1Gm9994 NM_001205249"Mus musculus predicted gene 9994 (Gm9994), mRNA."RefSeq 7.126907 5.242493 3.692029 693

TC0X00000685.mm.1Bgn NM_007542"Mus musculus biglycan (Bgn), mRNA."RefSeq 11.45118 9.567532 3.690075 694

TC0100000822.mm.1Inpp5d NM_010566"Mus musculus inositol polyphosphate-5-phosphatase D (Inpp5d), transcript variant 1, mRNA."RefSeq 5.13881 7.021172 -3.68678 695

TC1700002814.mm.1C4b NM_009780"Mus musculus complement component 4B (Chido blood group) (C4b), mRNA."RefSeq 6.71874 4.836391 3.686748 696

TC0400004146.mm.1Mmp23 NM_011985"Mus musculus matrix metallopeptidase 23 (Mmp23), mRNA."RefSeq 7.224533 5.343928 3.682294 697

TC1900000572.mm.1Entpd1 NM_009848"Mus musculus ectonucleoside triphosphate diphosphohydrolase 1 (Entpd1), mRNA."RefSeq 6.200724 8.078316 -3.67461 698

TC1100000859.mm.1Gas7 NM_008088"Mus musculus growth arrest specific 7 (Gas7), transcript variant 1, mRNA."RefSeq 6.492656 4.61711 3.669405 699

TC1400000179.mm.1Adk NM_134079"Mus musculus adenosine kinase (Adk), transcript variant 1, mRNA."RefSeq 6.929621 5.055427 3.665968 700

TC1200000331.mm.1Meox2 NM_008584"Mus musculus mesenchyme homeobox 2 (Meox2), mRNA."RefSeq 6.808902 8.682841 -3.66532 701

TC0800000271.mm.1Thsd1 NM_019576"Mus musculus thrombospondin, type I, domain 1 (Thsd1), transcript variant 1, mRNA."RefSeq 5.584012 7.457334 -3.66375 702

TC1400002666.mm.1Spry2 NM_011897"Mus musculus sprouty homolog 2 (Drosophila) (Spry2), mRNA."RefSeq 8.3523 6.479748 3.661797 703

TC0500002458.mm.1Arap2 NM_178407"Mus musculus ArfGAP with RhoGAP domain, ankyrin repeat and PH domain 2 (Arap2), mRNA."RefSeq 4.954812 6.827186 -3.66135 704



TC1000000240.mm.1Arhgap18 NM_176837"Mus musculus Rho GTPase activating protein 18 (Arhgap18), mRNA."RefSeq 7.589555 9.458432 -3.65248 705

TC1400001427.mm.1Gm3755 ENSMUST00000169555cdna:putative chromosome:GRCm38:14:7440924:7450917:-1 gene:ENSMUSG00000091227 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 4.072683 5.940112 -3.64882 706

TC0300000060.mm.1Fabp5 NM_010634"Mus musculus fatty acid binding protein 5, epidermal (Fabp5), transcript variant 1, mRNA."RefSeq 5.722105 7.588801 -3.64696 707

TC1300002717.mm.1Itga1 NM_001033228"Mus musculus integrin alpha 1 (Itga1), mRNA."RefSeq 8.019747 9.885859 -3.64549 708

TC0800000482.mm.1Slc7a2 NM_007514"Mus musculus solute carrier family 7 (cationic amino acid transporter, y+ system), member 2 (Slc7a2), transcript variant 1, mRNA."RefSeq 6.346763 4.48229 3.641349 709

TC0700002636.mm.1Ceacam2 NM_001113368"Mus musculus carcinoembryonic antigen-related cell adhesion molecule 2 (Ceacam2), transcript variant 1, mRNA."RefSeq 7.08426 8.948382 -3.64046 710

TC1000002233.mm.1Cdh23 NM_023370"Mus musculus cadherin 23 (otocadherin) (Cdh23), transcript variant 1, mRNA."RefSeq 6.051384 7.91452 -3.63798 711

TC1000002383.mm.1Gstt1 NM_008185"Mus musculus glutathione S-transferase, theta 1 (Gstt1), mRNA."RefSeq 8.433885 6.571204 3.636829 712

TC0X00000126.mm.1Tspan7 NM_019634"Mus musculus tetraspanin 7 (Tspan7), mRNA."RefSeq 9.550197 11.41012 -3.62987 713

TC0500000710.mm.1Kit NM_001122733"Mus musculus kit oncogene (Kit), transcript variant 1, mRNA."RefSeq 5.028972 6.887492 -3.62636 714

TC1600001722.mm.1Alcam NM_009655"Mus musculus activated leukocyte cell adhesion molecule (Alcam), mRNA."RefSeq 5.991271 4.135899 3.61845 715

TC1800001312.mm.1Sema6a NM_018744"Mus musculus sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6A (Sema6a), mRNA."RefSeq 7.936245 9.791451 -3.61803 716

TC0400000432.mm.1Unc13b NM_001081413"Mus musculus unc-13 homolog B (C. elegans) (Unc13b), transcript variant 2, mRNA."RefSeq 5.768184 7.623287 -3.61778 717

TC1000001192.mm.1Epyc NM_007884"Mus musculus epiphycan (Epyc), mRNA."RefSeq 5.014399 3.163133 3.608167 718

TC1700002324.mm.1Ptprs NM_001252456"Mus musculus protein tyrosine phosphatase, receptor type, S (Ptprs), transcript variant 4, mRNA."RefSeq 8.365866 6.516004 3.604657 719

TC1300000958.mm.1Arrdc3 NM_001042591"Mus musculus arrestin domain containing 3 (Arrdc3), mRNA."RefSeq 8.50894 6.659193 3.60437 720

TC0200002972.mm.1Itga8 NM_001001309"Mus musculus integrin alpha 8 (Itga8), mRNA."RefSeq 6.222319 4.374153 3.600422 721

TC0400000389.mm.1LOC100861618XM_003688788"PREDICTED: Mus musculus c-C motif chemokine 19-like (LOC100861618), mRNA."RefSeq 7.066457 5.218317 3.600357 722

TC0400000412.mm.1Gm2564 XM_001473986"PREDICTED: Mus musculus predicted gene 2564 (Gm2564), mRNA."RefSeq 7.164872 5.316733 3.600355 723

TC4_JH584293_random00000008.mm.1CR974586.2ENSMUST00000179075cdna:novel scaffold:GRCm38:JH584293.1:41602:43114:-1 gene:ENSMUSG00000095585 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 6.898593 5.050454 3.600355 723

TC0300002344.mm.1Efna1 NM_010107"Mus musculus ephrin A1 (Efna1), transcript variant 1, mRNA."RefSeq 7.234004 9.081153 -3.59789 725

TC1600000323.mm.1Ahsg NM_013465"Mus musculus alpha-2-HS-glycoprotein (Ahsg), transcript variant 1, mRNA."RefSeq 6.706879 4.860234 3.596628 726

TC0600001606.mm.1Emp1 NM_010128"Mus musculus epithelial membrane protein 1 (Emp1), mRNA."RefSeq 10.27013 8.424067 3.595185 727

TC0100003591.mm.1Pydc4 NM_001177349"Mus musculus pyrin domain containing 4 (Pydc4), transcript variant 1, mRNA."RefSeq 3.800287 5.644632 -3.5909 728

TC1100001767.mm.1Ace NM_207624"Mus musculus angiotensin I converting enzyme (peptidyl-dipeptidase A) 1 (Ace), transcript variant 1, mRNA."RefSeq 10.41822 8.574012 3.590558 729

TC0X00003209.mm.1Kctd12b NM_175429"Mus musculus potassium channel tetramerisation domain containing 12b (Kctd12b), mRNA."RefSeq 6.267896 8.106967 -3.5778 730

TC0200001224.mm.1Slc43a1 NM_001081349"Mus musculus solute carrier family 43, member 1 (Slc43a1), transcript variant 1, mRNA."RefSeq 7.175943 5.337261 3.576831 731

TC1300002697.mm.1Snx18 NM_130796"Mus musculus sorting nexin 18 (Snx18), mRNA."RefSeq 8.425802 6.587266 3.576469 732

TC0600002965.mm.1Plxnd1 NM_026376"Mus musculus plexin D1 (Plxnd1), mRNA."RefSeq 8.804252 10.64187 -3.57419 733

TC0300000959.mm.1Gja5 NM_001271628"Mus musculus gap junction protein, alpha 5 (Gja5), transcript variant 1, mRNA."RefSeq 5.266629 7.103857 -3.57323 734

TC0500000819.mm.1Slc4a4 NM_001136260"Mus musculus solute carrier family 4 (anion exchanger), member 4 (Slc4a4), transcript variant 2, mRNA."RefSeq 6.008198 4.172754 3.568812 735

TC0300001255.mm.1Sec24d NM_027135"Mus musculus Sec24 related gene family, member D (S. cerevisiae) (Sec24d), mRNA."RefSeq 8.832472 6.997408 3.567872 736

TC0800001740.mm.1Rasa3 NM_009025"Mus musculus RAS p21 protein activator 3 (Rasa3), mRNA."RefSeq 8.209988 6.375978 3.565267 737

TC0600002124.mm.1Dennd2a NM_172477"Mus musculus DENN/MADD domain containing 2A (Dennd2a), mRNA."RefSeq 6.78082 4.948172 3.561902 738

TC1400002487.mm.1Rgcc NM_025427"Mus musculus regulator of cell cycle (Rgcc), mRNA."RefSeq 8.524854 10.3539 -3.55301 739

TC0200005464.mm.1Egfl7 NM_178444"Mus musculus EGF-like domain 7 (Egfl7), transcript variant a, mRNA."RefSeq 7.318739 9.147287 -3.55179 740

TC1600001319.mm.1Gp1bb NM_010327"Mus musculus glycoprotein Ib, beta polypeptide (Gp1bb), transcript variant 2, mRNA."RefSeq 7.426983 5.598973 3.55047 741

TC0600003305.mm.1Mansc1 NM_026345"Mus musculus MANSC domain containing 1 (Mansc1), mRNA."RefSeq 6.087177 7.91414 -3.54789 742

TC0600002773.mm.1Lrig1 NM_008377"Mus musculus leucine-rich repeats and immunoglobulin-like domains 1 (Lrig1), mRNA."RefSeq 7.289636 5.465094 3.541945 743

TC1400001516.mm.1Gm2244 XM_001472852"PREDICTED: Mus musculus predicted gene 2244 (Gm2244), mRNA."RefSeq 4.390039 6.213528 -3.53936 744

TC1400000034.mm.1Gm3278 XM_001476676"PREDICTED: Mus musculus predicted gene 3278, transcript variant 1 (Gm3278), mRNA."RefSeq 4.34218 6.165668 -3.53936 745

TC1400000986.mm.1Tnfrsf10b NM_020275"Mus musculus tumor necrosis factor receptor superfamily, member 10b (Tnfrsf10b), mRNA."RefSeq 5.547969 7.369462 -3.53447 746

TC0500003379.mm.1Eln NM_007925"Mus musculus elastin (Eln), mRNA."RefSeq 9.097499 7.276485 3.533294 747

TC0400002174.mm.1Car8 NM_007592"Mus musculus carbonic anhydrase 8 (Car8), mRNA."RefSeq 6.977909 8.798872 -3.53317 748

TC1400002476.mm.1Dgkh NM_001253766"diacylglycerol kinase, eta (Dgkh), transcript variant 2, mRNA."RefSeq 5.897746 7.717724 -3.53076 749

TC0100002338.mm.1Hecw2 NM_001001883"Mus musculus HECT, C2 and WW domain containing E3 ubiquitin protein ligase 2 (Hecw2), transcript variant 1, mRNA."RefSeq 6.432998 8.251975 -3.52831 750

TC1500000199.mm.1Dap NM_146057"Mus musculus death-associated protein (Dap), mRNA."RefSeq 9.641358 7.826568 3.518084 751



TC1500000557.mm.1Gpihbp1 NM_026730"Mus musculus GPI-anchored HDL-binding protein 1 (Gpihbp1), mRNA."RefSeq 9.315295 11.12809 -3.51323 752

TC0100003531.mm.1Pcp4l1 NM_025557"Mus musculus Purkinje cell protein 4-like 1 (Pcp4l1), mRNA."RefSeq 6.506325 8.316781 -3.50753 753

TC1900000015.mm.11810055G02RikNM_028077"Mus musculus RIKEN cDNA 1810055G02 gene (1810055G02Rik), mRNA."RefSeq 7.686607 5.876907 3.505694 754

TC0300002750.mm.1Gpsm2 NM_029522"Mus musculus G-protein signalling modulator 2 (AGS3-like, C. elegans) (Gpsm2), mRNA."RefSeq 5.628934 3.82091 3.501624 755

TC0400001393.mm.1Heyl NM_013905"Mus musculus hairy/enhancer-of-split related with YRPW motif-like (Heyl), mRNA."RefSeq 8.024878 6.218208 3.498339 756

TC0600003122.mm.1Leprel2 NM_013534"Mus musculus leprecan-like 2 (Leprel2), mRNA."RefSeq 7.673265 5.866665 3.498169 757

TC0400001878.mm.1Zfp600 NM_001177546"Mus musculus zinc finger protein 600 (Zfp600), transcript variant 1, mRNA."RefSeq 5.265429 7.071439 -3.49674 758

TC1500002317.mm.1Zfp385a NM_013866"Mus musculus zinc finger protein 385A (Zfp385a), mRNA."RefSeq 8.052419 6.248808 3.490929 759

TC0700004007.mm.1GM8989 ENSMUST00000179307cdna:known chromosome:GRCm38:7:106323414:106324475:-1 gene:ENSMUSG00000095062 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.456032 7.259488 -3.49055 760

TC1800000488.mm.14833403I15RikNM_029008"Mus musculus RIKEN cDNA 4833403I15 gene (4833403I15Rik), mRNA."RefSeq 5.233803 3.431529 3.487695 761

TC1800000610.mm.1Iigp1 NM_021792"Mus musculus interferon inducible GTPase 1 (Iigp1), transcript variant 1, mRNA."RefSeq 5.876206 7.678157 -3.48692 762

TC0200002005.mm.1Hspa12b NM_028306"Mus musculus heat shock protein 12B (Hspa12b), mRNA."RefSeq 7.566218 9.367924 -3.48632 763

TC1800000646.mm.1Apcdd1 NM_133237"Mus musculus adenomatosis polyposis coli down-regulated 1 (Apcdd1), mRNA."RefSeq 7.475742 5.676829 3.47958 764

TC0X00001394.mm.1Col4a5 NM_007736"Mus musculus collagen, type IV, alpha 5 (Col4a5), transcript variant 2, mRNA."RefSeq 6.262047 4.464309 3.476747 765

TC0500002608.mm.1Lnx1 NM_001159578"Mus musculus ligand of numb-protein X 1 (Lnx1), transcript variant 3, mRNA."RefSeq 5.60033 7.397901 -3.47634 766

TC0600003002.mm.1Zfp9 NM_011763"Mus musculus zinc finger protein 9 (Zfp9), mRNA."RefSeq 7.060692 5.264874 3.472123 767

TC1800000160.mm.1Rnf125 NM_026301"Mus musculus ring finger protein 125 (Rnf125), mRNA."RefSeq 6.92385 8.718054 -3.46824 768

TC1200002289.mm.1Serpina3c NM_008458"Mus musculus serine (or cysteine) peptidase inhibitor, clade A, member 3C (Serpina3c), mRNA."RefSeq 5.059545 3.267366 3.463376 769

TC0700004111.mm.1Galnt18 NM_173739"Mus musculus UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 18 (Galnt18), mRNA."RefSeq 6.189117 7.978189 -3.45593 770

TC0400001904.mm.1Gm13145 ENSMUST00000133078cdna:novel chromosome:GRCm38:4:147361303:147390289:1 gene:ENSMUSG00000078497 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.841904 7.627799 -3.44832 771

TC0X00003301.mm.1Reps2 NM_178256"Mus musculus RALBP1 associated Eps domain containing protein 2 (Reps2), mRNA."RefSeq 6.165912 4.384307 3.438084 772

TC0600001095.mm.1Fgd5 NM_172731"Mus musculus FYVE, RhoGEF and PH domain containing 5 (Fgd5), mRNA."RefSeq 7.009678 8.789437 -3.43369 773

TC1400002217.mm.1Gata4 NM_008092"Mus musculus GATA binding protein 4 (Gata4), mRNA."RefSeq 7.395132 5.615617 3.433107 774

TC1400002840.mm.1Gm8206 ENSMUST00000171428cdna:putative chromosome:GRCm38:14:6016759:6023405:-1 gene:ENSMUSG00000091568 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.106857 6.88637 -3.4331 775

TC1200000359.mm.1Dock4 NM_172803"Mus musculus dedicator of cytokinesis 4 (Dock4), mRNA."RefSeq 6.437785 8.21583 -3.42961 776

TC0500000871.mm.1Art3 NM_181728"Mus musculus ADP-ribosyltransferase 3 (Art3), mRNA."RefSeq 5.021818 6.797947 -3.42506 777

TC4_JH584294_random00000008.mm.1Gm2023 ENSMUST00000118540cdna:known scaffold:GRCm38:JH584294.1:102539:104139:-1 gene:ENSMUSG00000094661 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 7.408427 5.632944 3.423526 778

TC0500003731.mm.1Gbp4 NM_008620"Mus musculus guanylate binding protein 4 (Gbp4), transcript variant 2, mRNA."RefSeq 7.726426 9.50166 -3.42294 779

TC1400000851.mm.1Spata13 NM_001033272"Mus musculus spermatogenesis associated 13 (Spata13), mRNA."RefSeq 5.798556 7.572664 -3.42027 780

TC1000000636.mm.1Egr2 NM_010118"Mus musculus early growth response 2 (Egr2), mRNA."RefSeq 8.790263 7.01695 3.418381 781

TC0X00001667.mm.1Figf NM_010216"Mus musculus c-fos induced growth factor (Figf), mRNA."RefSeq 5.981613 4.209817 3.414788 782

TC1500000503.mm.1Khdrbs3 NM_010158"Mus musculus KH domain containing, RNA binding, signal transduction associated 3 (Khdrbs3), mRNA."RefSeq 6.448648 4.677285 3.413763 783

TC0X00000912.mm.1Zc3h12b NM_001034907"Mus musculus zinc finger CCCH-type containing 12B (Zc3h12b), mRNA."RefSeq 5.255827 3.48835 3.40458 784

TC1100004233.mm.1Fasn NM_007988"Mus musculus fatty acid synthase (Fasn), mRNA."RefSeq 7.482739 5.71532 3.404444 785

TC0500001860.mm.1Fry NM_172887"Mus musculus furry homolog (Drosophila) (Fry), mRNA."RefSeq 6.756337 8.523006 -3.40267 786

TC0500002623.mm.1Kdr NM_010612"Mus musculus kinase insert domain protein receptor (Kdr), mRNA."RefSeq 9.790692 11.55608 -3.39965 787

TC1700002481.mm.1Tgif1 NM_001164077"Mus musculus TGFB-induced factor homeobox 1 (Tgif1), transcript variant 5, mRNA."RefSeq 7.546278 5.781314 3.398655 788

TC1100000520.mm.1Scgb3a1 NM_054037"Mus musculus secretoglobin, family 3A, member 1 (Scgb3a1), transcript variant 1, mRNA."RefSeq 4.912118 6.676939 -3.39832 789

TC1200000676.mm.1Akap5 NM_001101471"Mus musculus A kinase (PRKA) anchor protein 5 (Akap5), mRNA."RefSeq 4.572908 6.337678 -3.3982 790

TC1900000114.mm.1Map4k2 NM_009006"Mus musculus mitogen-activated protein kinase kinase kinase kinase 2 (Map4k2), mRNA."RefSeq 6.710745 8.475012 -3.39701 791

TC1700002361.mm.1Nudt12 NM_026497"Mus musculus nudix (nucleoside diphosphate linked moiety X)-type motif 12 (Nudt12), mRNA."RefSeq 5.179189 6.942562 -3.39491 792

TC1500000878.mm.1Shank3 NM_021423"Mus musculus SH3/ankyrin domain gene 3 (Shank3), mRNA."RefSeq 6.770604 8.533467 -3.39371 793

TC0500001327.mm.1Tbx3 NM_198052"Mus musculus T-box 3 (Tbx3), transcript variant 2, mRNA."RefSeq 6.110752 7.871874 -3.38962 794

TC1000001011.mm.11500009L16RikNM_001145198"Mus musculus RIKEN cDNA 1500009L16 gene (1500009L16Rik), mRNA."RefSeq 6.28104 4.520232 3.388879 795

TC0100001560.mm.1Rgs5 NM_009063"Mus musculus regulator of G-protein signaling 5 (Rgs5), mRNA."RefSeq 7.870567 9.631337 -3.38879 796

TC1900001286.mm.1Pgm5 NM_175013"Mus musculus phosphoglucomutase 5 (Pgm5), mRNA."RefSeq 5.128103 6.888394 -3.38766 797

TC0200000480.mm.1Olfm1 NM_001038614"Mus musculus olfactomedin 1 (Olfm1), transcript variant 4, mRNA."RefSeq 7.274078 5.514916 3.385014 798



TC1100004291.mm.1Psme2 ENSMUST00000104958cdna:known chromosome:GRCm38:11:48945354:48946190:-1 gene:ENSMUSG00000078153 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 8.26799 10.02632 -3.38306 799

TC1700000833.mm.1Gpr116 NM_001081178"Mus musculus G protein-coupled receptor 116 (Gpr116), mRNA."RefSeq 10.01626 11.77437 -3.38255 800

TC0200000398.mm.1Nrarp NM_025980"Mus musculus Notch-regulated ankyrin repeat protein (Nrarp), mRNA."RefSeq 6.241782 7.998193 -3.37857 801

TC0800001891.mm.11810011O10RikNM_026931"Mus musculus RIKEN cDNA 1810011O10 gene (1810011O10Rik), mRNA."RefSeq 7.623299 9.378691 -3.37618 802

TC1200002148.mm.1Dio2 NM_010050"Mus musculus deiodinase, iodothyronine, type II (Dio2), mRNA."RefSeq 5.799118 4.044427 3.37454 803

TC1400000337.mm.1Oxnad1 NM_145460"Mus musculus oxidoreductase NAD-binding domain containing 1 (Oxnad1), mRNA."RefSeq 7.286997 5.532911 3.373126 804

TC1500001717.mm.1Lynx1 NM_011838"Mus musculus Ly6/neurotoxin 1 (Lynx1), mRNA."RefSeq 7.448249 5.695198 3.370706 805

TC1100003042.mm.1Tmem88 NM_025915"Mus musculus transmembrane protein 88 (Tmem88), mRNA."RefSeq 8.680634 10.4321 -3.36701 806

TC0700000990.mm.1Vimp NM_024439"Mus musculus VCP-interacting membrane protein (Vimp), mRNA."RefSeq 7.335127 5.585721 3.362201 807

TC1100001071.mm.1Scarf1 NM_001004157"Mus musculus scavenger receptor class F, member 1 (Scarf1), mRNA."RefSeq 6.497578 8.245196 -3.35804 808

TC1400000363.mm.1Gdf10 NM_145741"Mus musculus growth differentiation factor 10 (Gdf10), mRNA."RefSeq 6.683163 4.937479 3.353538 809

TC0200005291.mm.1Pmepa1 NM_022995"Mus musculus prostate transmembrane protein, androgen induced 1 (Pmepa1), mRNA."RefSeq 8.633917 6.890003 3.349426 810

TC0100001201.mm.1Pik3c2b NM_001099276"Mus musculus phosphoinositide-3-kinase, class 2, beta polypeptide (Pik3c2b), mRNA."RefSeq 6.901703 8.645229 -3.34853 811

TC0100002121.mm.1Ptp4a1 NM_011200"Mus musculus protein tyrosine phosphatase 4a1 (Ptp4a1), mRNA."RefSeq 9.985772 8.243016 3.346739 812

TC0900002233.mm.1Nxpe2 NM_030069"Mus musculus neurexophilin and PC-esterase domain family, member 2 (Nxpe2), mRNA."RefSeq 3.670185 5.412404 -3.34549 813

TC1000000934.mm.1Eid3 NM_025499"Mus musculus EP300 interacting inhibitor of differentiation 3 (Eid3), mRNA."RefSeq 7.497946 5.756002 3.344856 814

TC0600002861.mm.1Pdzrn3 NM_018884"Mus musculus PDZ domain containing RING finger 3 (Pdzrn3), mRNA."RefSeq 7.033822 5.292046 3.344466 815

TC0800000112.mm.1Mcf2l NM_178076"Mus musculus mcf.2 transforming sequence-like (Mcf2l), transcript variant 1, mRNA."RefSeq 6.700693 8.442344 -3.34418 816

TC0300002481.mm.1Adamtsl4 NM_144899"Mus musculus ADAMTS-like 4 (Adamtsl4), mRNA."RefSeq 8.300576 6.559298 3.343312 817

TC1600002168.mm.1Vasn NM_139307"Mus musculus vasorin (Vasn), mRNA."RefSeq 7.396008 5.655572 3.341361 818

TC0500002818.mm.1Rasgef1b NM_145839"Mus musculus RasGEF domain family, member 1B (Rasgef1b), transcript variant 1, mRNA."RefSeq 6.672764 4.935249 3.334603 819

TC1700001993.mm.1H2-T24 NM_008207"Mus musculus histocompatibility 2, T region locus 24 (H2-T24), mRNA."RefSeq 6.138621 7.872969 -3.32729 820

TC1900001485.mm.1Sorbs1 NM_001034964"Mus musculus sorbin and SH3 domain containing 1 (Sorbs1), transcript variant 5, mRNA."RefSeq 6.563206 8.297037 -3.3261 821

TC0200005402.mm.1Lama5 NM_001081171"Mus musculus laminin, alpha 5 (Lama5), mRNA."RefSeq 6.225152 7.958604 -3.32523 822

TC0X00000214.mm.1Usp11 NM_145628"Mus musculus ubiquitin specific peptidase 11 (Usp11), mRNA."RefSeq 6.367905 4.635191 3.323525 823

TC1100000341.mm.1Sh3pxd2b NM_177364"Mus musculus SH3 and PX domains 2B (Sh3pxd2b), mRNA."RefSeq 6.970556 5.237903 3.323384 824

TC1100001474.mm.1Gngt2 NM_023121"Mus musculus guanine nucleotide binding protein (G protein), gamma transducing activity polypeptide 2 (Gngt2), transcript variant 1, mRNA."RefSeq 5.508459 7.240718 -3.32248 825

TC1000002780.mm.1Nts NM_024435"Mus musculus neurotensin (Nts), mRNA."RefSeq 4.31959 6.051842 -3.32246 826

TC1100000343.mm.1Stk10 NM_009288"Mus musculus serine/threonine kinase 10 (Stk10), mRNA."RefSeq 7.306523 9.037001 -3.31838 827

TC0900000247.mm.1Eepd1 NM_026189"Mus musculus endonuclease/exonuclease/phosphatase family domain containing 1 (Eepd1), mRNA."RefSeq 6.586163 8.313174 -3.31041 828

TC0300002357.mm.1Il6ra NM_010559"Mus musculus interleukin 6 receptor, alpha (Il6ra), mRNA."RefSeq 7.436773 5.712475 3.304193 829

TC1000002380.mm.1Susd2 NM_027890"Mus musculus sushi domain containing 2 (Susd2), transcript variant 1, mRNA."RefSeq 6.788504 5.064728 3.302998 830

TC0100002308.mm.1Myo1b NM_001161817"Mus musculus myosin IB (Myo1b), transcript variant 1, mRNA."RefSeq 6.74653 8.470303 -3.30299 831

TC1700001598.mm.1Tnfrsf12a NM_013749"Mus musculus tumor necrosis factor receptor superfamily, member 12a (Tnfrsf12a), transcript variant 1, mRNA."RefSeq 8.573317 6.850997 3.299666 832

TC1200001536.mm.1Cys1 NM_138686"Mus musculus cystin 1 (Cys1), transcript variant 1, mRNA."RefSeq 6.251379 4.529691 3.298221 833

TC0400000416.mm.1Gm10590 ENSMUST00000178454cdna:known chromosome:GRCm38:4:42714926:42719893:1 gene:ENSMUSG00000095375 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.2212 3.501727 3.293161 834

TC0900001987.mm.1Fli1 NM_008026"Mus musculus Friend leukemia integration 1 (Fli1), mRNA."RefSeq 8.447342 10.1645 -3.28788 835

TC0700004626.mm.1Sez6l2 NM_001252567"Mus musculus seizure related 6 homolog like 2 (Sez6l2), transcript variant 3, mRNA."RefSeq 5.73711 7.452633 -3.28416 836

TC1200001704.mm.1Prkd1 NM_008858"Mus musculus protein kinase D1 (Prkd1), mRNA."RefSeq 5.822965 7.537014 -3.2808 837

TC0100001707.mm.1Itpkb NM_001081175"Mus musculus inositol 1,4,5-trisphosphate 3-kinase B (Itpkb), mRNA."RefSeq 8.827881 10.53373 -3.2622 838

TC1600001045.mm.1Cbr3 NM_173047"Mus musculus carbonyl reductase 3 (Cbr3), mRNA."RefSeq 5.786885 4.081583 3.260972 839

TC0100003836.mm.1Hsd11b1 NM_001044751"Mus musculus hydroxysteroid 11-beta dehydrogenase 1 (Hsd11b1), transcript variant 2, mRNA."RefSeq 6.017675 4.312706 3.260219 840

TC0500001152.mm.1Chek2 NM_016681"Mus musculus checkpoint kinase 2 (Chek2), mRNA."RefSeq 5.195576 6.90049 -3.2601 841

TC1800001227.mm.1Pcdh1 NM_029357"Mus musculus protocadherin 1 (Pcdh1), mRNA."RefSeq 6.848008 8.551322 -3.25648 842

TC1200000978.mm.1Ttc8 NM_029553"Mus musculus tetratricopeptide repeat domain 8 (Ttc8), transcript variant 1, mRNA."RefSeq 6.148512 4.445494 3.255813 843

TC1400000135.mm.1Thrb NM_001113417"Mus musculus thyroid hormone receptor beta (Thrb), transcript variant 1, mRNA."RefSeq 5.960391 4.2582 3.253948 844

TC0700002217.mm.1Peg3 NM_008817"Mus musculus paternally expressed 3 (Peg3), mRNA."RefSeq 7.448122 5.747261 3.250949 845



TC1100000342.mm.1Ubtd2 NM_173784"Mus musculus ubiquitin domain containing 2 (Ubtd2), mRNA."RefSeq 8.153088 6.455248 3.244149 846

TC1800001269.mm.1LOC100862305XM_003688953"PREDICTED: Mus musculus uncharacterized LOC100862305 (LOC100862305), mRNA."RefSeq 8.589851 6.89852 3.229545 847

TC0800002811.mm.1B3gnt9 NM_178879"Mus musculus UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 9 (B3gnt9), transcript variant 1, mRNA."RefSeq 6.480306 4.789002 3.229485 848

TC1100003871.mm.1Arhgap27 NM_133715"Mus musculus Rho GTPase activating protein 27 (Arhgap27), transcript variant 2, mRNA."RefSeq 5.945339 7.635298 -3.22648 849

TC1800001141.mm.1Epb4.1l4a NM_013512"Mus musculus erythrocyte protein band 4.1-like 4a (Epb4.1l4a), mRNA."RefSeq 5.390823 7.080604 -3.22608 850

TC1000002642.mm.1Dram1 NM_027878"Mus musculus DNA-damage regulated autophagy modulator 1 (Dram1), mRNA."RefSeq 7.506444 5.818141 3.222774 851

TC0400001250.mm.1Pik3r3 NM_181585"Mus musculus phosphatidylinositol 3 kinase, regulatory subunit, polypeptide 3 (p55) (Pik3r3), mRNA."RefSeq 6.468929 8.154576 -3.21685 852

TC0100002942.mm.1Gli2 NM_001081125"Mus musculus GLI-Kruppel family member GLI2 (Gli2), mRNA."RefSeq 6.863363 5.180046 3.211655 853

TC1100001149.mm.1Rab34 NM_001159482"Mus musculus RAB34, member of RAS oncogene family (Rab34), transcript variant 2, mRNA."RefSeq 6.70211 5.019956 3.209067 854

TC0900003011.mm.1Parp3 NM_145619"Mus musculus poly (ADP-ribose) polymerase family, member 3 (Parp3), mRNA."RefSeq 7.243278 5.561714 3.207755 855

TC1400002740.mm.1Dock9 NM_001081039"Mus musculus dedicator of cytokinesis 9 (Dock9), transcript variant 1, mRNA."RefSeq 8.719766 10.40125 -3.20758 856

TC0900000285.mm.1Arhgap32 NM_001195632"Mus musculus Rho GTPase activating protein 32 (Arhgap32), transcript variant 1, mRNA."RefSeq 7.107834 5.426532 3.207173 857

TC0500000527.mm.1Sod3 NM_011435"Mus musculus superoxide dismutase 3, extracellular (Sod3), mRNA."RefSeq 6.534042 4.852806 3.207026 858

TC0300001486.mm.1Syde2 NM_001166064"Mus musculus synapse defective 1, Rho GTPase, homolog 2 (C. elegans) (Syde2), mRNA."RefSeq 6.148081 4.467345 3.205915 859

TC1300000887.mm.1Slc12a7 NM_011390"Mus musculus solute carrier family 12, member 7 (Slc12a7), mRNA."RefSeq 5.994318 7.669766 -3.19419 860

TC1700000624.mm.1Notch4 NM_010929"Mus musculus notch 4 (Notch4), mRNA."RefSeq 7.099857 8.77341 -3.18999 861

TC0900000296.mm.1Ets1 NM_001038642"Mus musculus E26 avian leukemia oncogene 1, 5 domain (Ets1), transcript variant 2, mRNA."RefSeq 7.92161 9.593784 -3.18695 862

TC1600000201.mm.1Ppm1f NM_176833"Mus musculus protein phosphatase 1F (PP2C domain containing) (Ppm1f), mRNA."RefSeq 6.950652 8.622783 -3.18685 863

TC0300000528.mm.1Tiparp NM_178892"Mus musculus TCDD-inducible poly(ADP-ribose) polymerase (Tiparp), mRNA."RefSeq 7.789461 6.117999 3.185372 864

TC0300000491.mm.1P2ry1 NM_008772"Mus musculus purinergic receptor P2Y, G-protein coupled 1 (P2ry1), mRNA."RefSeq 5.700807 4.029998 3.183931 865

TC0200002876.mm.1Camk1d NM_177343"Mus musculus calcium/calmodulin-dependent protein kinase ID (Camk1d), mRNA."RefSeq 5.785823 4.116735 3.180135 866

TC0300001616.mm.1Hey1 NM_010423"Mus musculus hairy/enhancer-of-split related with YRPW motif 1 (Hey1), mRNA."RefSeq 8.362531 10.03145 -3.17976 867

TC1400000912.mm.1Sox7 NM_011446"Mus musculus SRY-box containing gene 7 (Sox7), mRNA."RefSeq 7.354761 9.023379 -3.1791 868

TC0800001176.mm.1Cdh5 NM_009868"Mus musculus cadherin 5 (Cdh5), mRNA."RefSeq 10.32769 11.99578 -3.17794 869

TC1700001634.mm.1Slc9a3r2 NM_023449"Mus musculus solute carrier family 9 (sodium/hydrogen exchanger), member 3 regulator 2 (Slc9a3r2), transcript variant B, mRNA."RefSeq 9.220765 10.88848 -3.17711 870

TC0300000772.mm.1She NM_172530"Mus musculus src homology 2 domain-containing transforming protein E (She), mRNA."RefSeq 6.924658 8.592298 -3.17695 871

TC0500003181.mm.1Oas1a NM_145211"Mus musculus 2-5 oligoadenylate synthetase 1A (Oas1a), mRNA."RefSeq 5.74067 7.402138 -3.16338 872

TC1900000415.mm.1Vldlr NM_001161420"Mus musculus very low density lipoprotein receptor (Vldlr), transcript variant 2, mRNA."RefSeq 6.403839 4.744495 3.158729 873

TC1500000688.mm.1Apobec3 NM_001160415"Mus musculus apolipoprotein B mRNA editing enzyme, catalytic polypeptide 3 (Apobec3), transcript variant 1, mRNA."RefSeq 5.680038 7.338811 -3.15748 874

TC1900000071.mm.1Efemp2 NM_021474"Mus musculus epidermal growth factor-containing fibulin-like extracellular matrix protein 2 (Efemp2), transcript variant 1, mRNA."RefSeq 8.044758 6.387903 3.153284 875

TC1000002693.mm.1Elk3 NM_001282967"ELK3, member of ETS oncogene family (Elk3), transcript variant 3, mRNA."RefSeq 8.314332 9.971111 -3.15312 876

TC0200001935.mm.1Mertk NM_008587"Mus musculus c-mer proto-oncogene tyrosine kinase (Mertk), mRNA."RefSeq 6.377225 8.03397 -3.15304 877

TC0900002735.mm.1Col12a1 NM_007730"Mus musculus collagen, type XII, alpha 1 (Col12a1), mRNA."RefSeq 5.759923 4.103233 3.152923 878

TC1100003086.mm.1Slc16a13 NM_172371"Mus musculus solute carrier family 16 (monocarboxylic acid transporters), member 13 (Slc16a13), mRNA."RefSeq 6.020665 7.676581 -3.15123 879

TC0700002879.mm.1Plekhf1 NM_024413"Mus musculus pleckstrin homology domain containing, family F (with FYVE domain) member 1 (Plekhf1), mRNA."RefSeq 7.985672 6.329814 3.151105 880

TC0900000639.mm.1Kdelc2 NM_212445"Mus musculus KDEL (Lys-Asp-Glu-Leu) containing 2 (Kdelc2), mRNA."RefSeq 7.694461 6.039806 3.148479 881

TC0200000033.mm.1Bend7 NM_001190400"Mus musculus BEN domain containing 7 (Bend7), transcript variant 2, mRNA."RefSeq 5.103446 6.757948 -3.14815 882

TC1000002886.mm.1Trhde NM_146241"Mus musculus TRH-degrading enzyme (Trhde), mRNA."RefSeq 4.95592 3.3015 3.147966 883

TC1700001299.mm.1Epas1 NM_010137"Mus musculus endothelial PAS domain protein 1 (Epas1), mRNA."RefSeq 9.723208 11.37728 -3.14722 884

TC1300001878.mm.1Gfod1 NM_001033399"Mus musculus glucose-fructose oxidoreductase domain containing 1 (Gfod1), mRNA."RefSeq 5.094979 6.748024 -3.14497 885

TC0500002508.mm.1Apbb2 NM_001201416"Mus musculus amyloid beta (A4) precursor protein-binding, family B, member 2 (Apbb2), transcript variant 5, mRNA."RefSeq 7.609606 9.262085 -3.14373 886

TC1800000091.mm.1Gata6 NM_010258"Mus musculus GATA binding protein 6 (Gata6), mRNA."RefSeq 8.799044 7.147123 3.142518 887

TC0500000842.mm.1Ppbp NM_023785"Mus musculus pro-platelet basic protein (Ppbp), mRNA."RefSeq 5.213469 6.864705 -3.14103 888

TC0100002921.mm.1Dsel NM_001081316"Mus musculus dermatan sulfate epimerase-like (Dsel), mRNA."RefSeq 7.97892 6.328453 3.139352 889

TC0200000651.mm.1Ptgs1 NM_008969"Mus musculus prostaglandin-endoperoxide synthase 1 (Ptgs1), mRNA."RefSeq 5.223124 6.872528 -3.13704 890

TC0200004556.mm.1Kcnip3 NM_001111331"Mus musculus Kv channel interacting protein 3, calsenilin (Kcnip3), transcript variant 2, mRNA."RefSeq 7.118133 5.470966 3.13218 891

TC0600000487.mm.1Arhgef5 NM_133674"Mus musculus Rho guanine nucleotide exchange factor (GEF) 5 (Arhgef5), mRNA."RefSeq 5.551171 7.197644 -3.13067 892



TC1400000096.mm.1Ptprg NM_008981"Mus musculus protein tyrosine phosphatase, receptor type, G (Ptprg), mRNA."RefSeq 8.013914 9.659748 -3.12929 893

TC0300001365.mm.1Bdh2 ENSMUST00000171974cdna:known chromosome:GRCm38:3:135281221:135304426:1 gene:ENSMUSG00000028167 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.755503 4.11183 3.124603 894

TC0400004212.mm.1Mup12 NM_001199995"Mus musculus major urinary protein 12 (Mup12), mRNA."RefSeq 5.498737 3.856426 3.121655 895

TC0600001462.mm.1Vwf NM_011708"Mus musculus Von Willebrand factor homolog (Vwf), mRNA."RefSeq 5.300607 6.942121 -3.11993 896

TC1900001266.mm.1Mamdc2 NM_174857"Mus musculus MAM domain containing 2 (Mamdc2), mRNA."RefSeq 6.532204 4.890732 3.11984 897

TC0X00001411.mm.1Rgag1 NM_001040434"Mus musculus retrotransposon gag domain containing 1 (Rgag1), mRNA."RefSeq 4.923137 3.283962 3.114877 898

TC1600001611.mm.1Arhgap31 NM_020260"Mus musculus Rho GTPase activating protein 31 (Arhgap31), mRNA."RefSeq 8.081422 9.71881 -3.11102 899

TC0700004592.mm.1Tnfrsf22 NM_023680"Mus musculus tumor necrosis factor receptor superfamily, member 22 (Tnfrsf22), mRNA."RefSeq 6.210883 7.847877 -3.11017 900

TC0X00001955.mm.1Klhl13 NM_026167"Mus musculus kelch-like 13 (Klhl13), mRNA."RefSeq 6.028212 4.392531 3.107342 901

TC0700000239.mm.1Prkd2 NM_001252458"Mus musculus protein kinase D2 (Prkd2), transcript variant 2, mRNA."RefSeq 8.041866 9.677518 -3.10728 902

TC1200001261.mm.1Inf2 NM_198411"Mus musculus inverted formin, FH2 and WH2 domain containing (Inf2), mRNA."RefSeq 6.186447 7.821819 -3.10668 903

TC1600000324.mm.1Fetub NM_001083905"Mus musculus fetuin beta (Fetub), transcript variant 3, mRNA."RefSeq 5.607222 3.972197 3.105929 904

TC1400001404.mm.1Gm3248 ENSMUST00000163885cdna:putative chromosome:GRCm38:14:5939225:5961745:-1 gene:ENSMUSG00000091275 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.350426 6.984744 -3.10441 905

TC0500002272.mm.1Evc NM_021292"Mus musculus Ellis van Creveld gene syndrome (Evc), mRNA."RefSeq 6.708596 5.075077 3.102689 906

TC0900003042.mm.1Sema3f NM_011349"Mus musculus sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3F (Sema3f), mRNA."RefSeq 6.513952 8.147071 -3.10183 907

TC1500001067.mm.1Nr4a1 NM_010444"Mus musculus nuclear receptor subfamily 4, group A, member 1 (Nr4a1), mRNA."RefSeq 11.27286 9.640124 3.100995 908

TC0600001313.mm.1Cxcl12 NM_021704"Mus musculus chemokine (C-X-C motif) ligand 12 (Cxcl12), transcript variant 1, mRNA."RefSeq 7.895506 9.527551 -3.09952 909

TC1200002154.mm.1Ston2 NM_175367"Mus musculus stonin 2 (Ston2), mRNA."RefSeq 6.443878 4.814449 3.093905 910

TC0X00001781.mm.1Magix NM_018832"Mus musculus MAGI family member, X-linked (Magix), transcript variant 1, mRNA."RefSeq 5.318495 6.946167 -3.09014 911

TC0600002269.mm.1Skap2 NM_018773"Mus musculus src family associated phosphoprotein 2 (Skap2), mRNA."RefSeq 6.26362 7.887449 -3.08192 912

TC1600000560.mm.1B4galt4 NM_019804"Mus musculus UDP-Gal:betaGlcNAc beta 1,4-galactosyltransferase, polypeptide 4 (B4galt4), mRNA."RefSeq 6.304342 7.926302 -3.07793 913

TC1900000356.mm.1Trpm3 NM_001035242"Mus musculus transient receptor potential cation channel, subfamily M, member 3 (Trpm3), transcript variant 4, mRNA."RefSeq 4.81215 6.432326 -3.07413 914

TC0300002324.mm.1Syt11 NM_018804"Mus musculus synaptotagmin XI (Syt11), mRNA."RefSeq 6.501293 4.881396 3.073531 915

TC1700000070.mm.1Rps6ka2 NM_011299"Mus musculus ribosomal protein S6 kinase, polypeptide 2 (Rps6ka2), mRNA."RefSeq 6.523573 8.143048 -3.07263 916

TC0X00002156.mm.1Apln NM_013912"Mus musculus apelin (Apln), mRNA."RefSeq 3.780895 5.399175 -3.07009 917

TC1700002438.mm.1Ptprm NM_008984"Mus musculus protein tyrosine phosphatase, receptor type, M (Ptprm), mRNA."RefSeq 8.107856 9.725812 -3.0694 918

TC0500000344.mm.1Yes1 NM_001205133"Mus musculus Yamaguchi sarcoma viral (v-yes) oncogene homolog 1 (Yes1), transcript variant 3, mRNA."RefSeq 6.478997 8.096612 -3.06867 919

TC1100004092.mm.1Caskin2 NM_080643"Mus musculus CASK-interacting protein 2 (Caskin2), mRNA."RefSeq 6.938124 8.555474 -3.06811 920

TC0500002253.mm.1Sh3tc1 NM_194344"Mus musculus SH3 domain and tetratricopeptide repeats 1 (Sh3tc1), mRNA."RefSeq 5.914776 7.531604 -3.067 921

TC1300002532.mm.1Naip6 NM_010871"Mus musculus NLR family, apoptosis inhibitory protein 6 (Naip6), mRNA."RefSeq 4.080441 5.695704 -3.06367 922

TC1500002156.mm.1Rapgef3 NM_144850"Mus musculus Rap guanine nucleotide exchange factor (GEF) 3 (Rapgef3), transcript variant 2, mRNA."RefSeq 6.769937 8.384433 -3.06205 923

TC1100001238.mm.1Slfn2 NM_011408"Mus musculus schlafen 2 (Slfn2), mRNA."RefSeq 4.964502 6.578086 -3.06011 924

TC0400003653.mm.1Epb4.1 NM_001128607"Mus musculus erythrocyte protein band 4.1 (Epb4.1), transcript variant 3, mRNA."RefSeq 6.231545 7.84481 -3.05943 925

TC1000001110.mm.1Ikbip NM_026166"Mus musculus IKBKB interacting protein (Ikbip), transcript variant 1, mRNA."RefSeq 7.041546 5.434656 3.045945 926

TC0600001653.mm.1Plekha5 NM_144920"Mus musculus pleckstrin homology domain containing, family A member 5 (Plekha5), mRNA."RefSeq 7.857065 6.252832 3.040341 927

TC0800000521.mm.1Pdlim3 NM_016798"Mus musculus PDZ and LIM domain 3 (Pdlim3), mRNA."RefSeq 8.281922 6.677869 3.039961 928

TC0900000019.mm.1Gucy1a2 NM_001033322"Mus musculus guanylate cyclase 1, soluble, alpha 2 (Gucy1a2), mRNA."RefSeq 5.682624 4.078641 3.039814 929

TC1400001417.mm.1LOC100504218XM_003084993"PREDICTED: uncharacterized LOC100504218 (LOC100504218), mRNA."MGI/Jackson Lab3.426813 5.029967 -3.03807 930

TC0100003891.mm.1Ifi203 NM_008328"Mus musculus interferon activated gene 203 (Ifi203), transcript variant 2, mRNA."RefSeq 7.655429 9.258284 -3.03744 931

TC0400000057.mm.1Chd7 NM_001277149"Mus musculus chromodomain helicase DNA binding protein 7 (Chd7), mRNA."RefSeq 5.489805 7.092553 -3.03721 932

TC0600001278.mm.1Gm17482 ENSMUST00000166681cdna:known chromosome:GRCm38:6:115227343:115259294:1 gene:ENSMUSG00000092004 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 1.584963 3.187302 -3.03635 933

TC0800002822.mm.1Tppp3 NM_026481"Mus musculus tubulin polymerization-promoting protein family member 3 (Tppp3), mRNA."RefSeq 8.772597 7.170305 3.036253 934

TC0600001229.mm.1Lmcd1 NM_144799"Mus musculus LIM and cysteine-rich domains 1 (Lmcd1), mRNA."RefSeq 6.968441 8.570719 -3.03622 935

TC0600003475.mm.1Dennd5b NM_177192"Mus musculus DENN/MADD domain containing 5B (Dennd5b), mRNA."RefSeq 5.786188 7.385641 -3.03028 936

TC0600002900.mm.1Ssu2 NM_175525"Mus musculus ssu-2 homolog (C. elegans) (Ssu2), mRNA."RefSeq 5.711313 7.30952 -3.02767 937

TC1400002714.mm.1Abcc4 NM_001163675"Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 4 (Abcc4), transcript variant 2, mRNA."RefSeq 6.581976 8.180095 -3.02748 938

TC0400001774.mm.1Mfap2 NM_001161799"Mus musculus microfibrillar-associated protein 2 (Mfap2), transcript variant 2, mRNA."RefSeq 7.801673 6.20366 3.027261 939



TC0200005183.mm.1Kcnb1 NM_008420"Mus musculus potassium voltage gated channel, Shab-related subfamily, member 1 (Kcnb1), mRNA."RefSeq 5.812785 7.408759 -3.02299 940

TC1500001815.mm.1Apol10b NM_177820"Mus musculus apolipoprotein L 10B (Apol10b), mRNA."RefSeq 5.251379 6.843884 -3.01573 941

TC0200003192.mm.1Notch1 NM_008714"Mus musculus notch 1 (Notch1), mRNA."RefSeq 7.68304 9.274554 -3.01365 942

TC0400001785.mm.1Epha2 NM_010139"Mus musculus Eph receptor A2 (Epha2), mRNA."RefSeq 6.421393 8.01174 -3.01122 943

TC1000001145.mm.1Fgd6 NM_053072"Mus musculus FYVE, RhoGEF and PH domain containing 6 (Fgd6), mRNA."RefSeq 4.51462 6.104834 -3.01094 944

TC1700000535.mm.1Pde9a NM_001163748"Mus musculus phosphodiesterase 9A (Pde9a), transcript variant 2, mRNA."RefSeq 7.659816 6.069822 3.010481 945

TC1800000593.mm.1Adamts19 NM_175506"Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 19 (Adamts19), mRNA."RefSeq 5.433691 3.846115 3.00544 946

TC1400001032.mm.1Lpar6 NM_175116"Mus musculus lysophosphatidic acid receptor 6 (Lpar6), mRNA."RefSeq 2.957351 4.543946 -3.0034 947

TC0400003814.mm.1Alpl NM_001287172"alkaline phosphatase, liver/bone/kidney (Alpl), transcript variant 2, mRNA."RefSeq 7.038041 8.623761 -3.00158 948

TC0600000664.mm.1Aqp1 NM_007472"Mus musculus aquaporin 1 (Aqp1), mRNA."RefSeq 10.15931 11.74452 -3.00052 949

TC1700002789.mm.1H2-Q7 NM_010394"Mus musculus histocompatibility 2, Q region locus 7 (H2-Q7), transcript variant 1, mRNA."RefSeq 7.043316 8.628106 -2.99964 950

TC1400002406.mm.1Lrch1 NM_001252132"Mus musculus leucine-rich repeats and calponin homology (CH) domain containing 1 (Lrch1), transcript variant 2, mRNA."RefSeq 6.283351 7.867213 -2.99771 951

TC1700002588.mm.1Map4k3 NM_001081357"Mus musculus mitogen-activated protein kinase kinase kinase kinase 3 (Map4k3), mRNA."RefSeq 7.851901 9.434829 -2.99577 952

TC0500001992.mm.1Cd36 NM_001159555"Mus musculus CD36 antigen (Cd36), transcript variant 3, mRNA."RefSeq 9.984305 11.56691 -2.99509 953

TC1100002642.mm.1Gm5431 NM_001024230"Mus musculus predicted gene 5431 (Gm5431), mRNA."RefSeq 4.589523 6.16809 -2.98673 954

TC0100003273.mm.1Lamc1 NM_010683"Mus musculus laminin, gamma 1 (Lamc1), mRNA."RefSeq 11.06996 9.491559 2.986395 955

TC0100002204.mm.1Mgat4a NM_173870"Mus musculus mannoside acetylglucosaminyltransferase 4, isoenzyme A (Mgat4a), mRNA."RefSeq 6.134057 7.711124 -2.98363 956

TC0400002717.mm.1Ptpn3 NM_011207"Mus musculus protein tyrosine phosphatase, non-receptor type 3 (Ptpn3), mRNA."RefSeq 5.796106 4.219515 2.982642 957

TC1000002164.mm.1Cep85l NM_001204983"Mus musculus centrosomal protein 85-like (Cep85l), mRNA."RefSeq 7.077921 8.654286 -2.98218 958

TC0100003754.mm.1Tgfb2 NM_009367"Mus musculus transforming growth factor, beta 2 (Tgfb2), mRNA."RefSeq 8.009201 6.433561 2.980677 959

TC0100003328.mm.1Rasal2 NM_177644"Mus musculus RAS protein activator like 2 (Rasal2), mRNA."RefSeq 6.910498 8.485112 -2.97856 960

TC0900001182.mm.1Slc9a9 NM_177909"Mus musculus solute carrier family 9 (sodium/hydrogen exchanger), member 9 (Slc9a9), mRNA."RefSeq 5.738078 4.164317 2.976797 961

TC1900000495.mm.1Stambpl1 NM_029682"Mus musculus STAM binding protein like 1 (Stambpl1), mRNA."RefSeq 6.308629 4.736523 2.973384 962

TC0200003888.mm.1Lrrc55 NM_001033346"Mus musculus leucine rich repeat containing 55 (Lrrc55), mRNA."RefSeq 5.640321 4.069627 2.970476 963

TC0600002978.mm.1Rassf4 NM_178045"Mus musculus Ras association (RalGDS/AF-6) domain family member 4 (Rassf4), mRNA."RefSeq 5.042342 6.611538 -2.96739 964

TC0400002139.mm.1Penk NM_001002927"Mus musculus preproenkephalin (Penk), mRNA."RefSeq 6.653667 5.084844 2.966626 965

TC0700001913.mm.1Htra1 NM_019564"Mus musculus HtrA serine peptidase 1 (Htra1), mRNA."RefSeq 7.914161 6.345401 2.966496 966

TC0600001258.mm.1Irak2 NM_001113553"Mus musculus interleukin-1 receptor-associated kinase 2 (Irak2), transcript variant 2, mRNA."RefSeq 6.266698 7.834794 -2.96513 967

TC0900002956.mm.1Ephb1 NM_173447"Mus musculus Eph receptor B1 (Ephb1), transcript variant 1, mRNA."RefSeq 4.905064 6.473153 -2.96512 968

TC1800001083.mm.1Slc39a6 NM_139143"Mus musculus solute carrier family 39 (metal ion transporter), member 6 (Slc39a6), mRNA."RefSeq 7.861807 6.29418 2.964168 969

TC0300002595.mm.1Ptgfrn NM_011197"Mus musculus prostaglandin F2 receptor negative regulator (Ptgfrn), mRNA."RefSeq 9.322551 7.756816 2.960283 970

TC0700004171.mm.1Syt17 NM_138649"Mus musculus synaptotagmin XVII (Syt17), mRNA."RefSeq 6.26154 4.698905 2.953929 971

TC0400004058.mm.1H6pd NM_173371"Mus musculus hexose-6-phosphate dehydrogenase (glucose 1-dehydrogenase) (H6pd), mRNA."RefSeq 7.69841 6.135895 2.953683 972

TC1100003659.mm.1Plxdc1 NM_028199"Mus musculus plexin domain containing 1 (Plxdc1), transcript variant 2, mRNA."RefSeq 7.507093 5.944895 2.953034 973

TC0500002580.mm.1Tec NM_001113461"Mus musculus tec protein tyrosine kinase (Tec), transcript variant 3, mRNA."RefSeq 4.178143 5.740018 -2.95237 974

TC0100000440.mm.1Casp8 NM_009812"Mus musculus caspase 8 (Casp8), transcript variant 1, mRNA."RefSeq 7.605916 9.167214 -2.95119 975

TC1400000599.mm.1Arhgef40 NM_198249"Mus musculus Rho guanine nucleotide exchange factor (GEF) 40 (Arhgef40), transcript variant 1, mRNA."RefSeq 7.745076 6.18434 2.950043 976

TC0400001990.mm.1Errfi1 NM_133753"Mus musculus ERBB receptor feedback inhibitor 1 (Errfi1), mRNA."RefSeq 9.198475 7.637915 2.949683 977

TC0700001631.mm.1Ampd3 NM_001276301"Mus musculus adenosine monophosphate deaminase 3 (Ampd3), transcript variant 2, mRNA."RefSeq 6.091175 7.65165 -2.94951 978

TC1700001303.mm.1Rhoq NM_145491"Mus musculus ras homolog gene family, member Q (Rhoq), mRNA."RefSeq 8.414844 6.854675 2.948884 979

TC0600002763.mm.1Magi1 NM_001083320"Mus musculus membrane associated guanylate kinase, WW and PDZ domain containing 1 (Magi1), transcript variant 2, mRNA."RefSeq 6.498566 8.05838 -2.94816 980

TC1400001965.mm.13632451O06RikNM_026142"Mus musculus RIKEN cDNA 3632451O06 gene (3632451O06Rik), mRNA."RefSeq 4.781704 3.225022 2.941765 981

TC0600000128.mm.1Cav1 NM_007616"Mus musculus caveolin 1, caveolae protein (Cav1), transcript variant 1, mRNA."RefSeq 9.212177 10.76863 -2.9413 982

TC0500003180.mm.1Oas1g NM_011852"Mus musculus 2-5 oligoadenylate synthetase 1G (Oas1g), mRNA."RefSeq 4.934984 6.489488 -2.93733 983

TC0600001029.mm.1Gata2 NM_008090"Mus musculus GATA binding protein 2 (Gata2), mRNA."RefSeq 7.163285 8.717185 -2.9361 984

TC0X00001700.mm.1Arhgap6 NM_009707"Mus musculus Rho GTPase activating protein 6 (Arhgap6), transcript variant 1, mRNA."RefSeq 5.872461 4.321313 2.930502 985

TC0300000168.mm.1Pld1 NM_001164056"Mus musculus phospholipase D1 (Pld1), transcript variant 1, mRNA."RefSeq 7.492673 5.942098 2.929339 986



TC1400001725.mm.1Sncg NM_011430"Mus musculus synuclein, gamma (Sncg), mRNA."RefSeq 5.816465 7.366869 -2.92899 987

TC0800001196.mm.1Ces2e NM_172759"Mus musculus carboxylesterase 2E (Ces2e), transcript variant 1, mRNA."RefSeq 4.355208 5.905065 -2.92788 988

TC0300000299.mm.1Fat4 NM_183221"Mus musculus FAT tumor suppressor homolog 4 (Drosophila) (Fat4), mRNA."RefSeq 7.54505 9.09476 -2.92758 989

TC0500002411.mm.1Lgi2 NM_144945"Mus musculus leucine-rich repeat LGI family, member 2 (Lgi2), mRNA."RefSeq 5.20602 3.656459 2.927281 990

TC0800000912.mm.1Rnf150 NM_177378"Mus musculus ring finger protein 150 (Rnf150), mRNA."RefSeq 6.104361 4.55579 2.925272 991

TC1500000835.mm.1Tbc1d22a NM_145476"Mus musculus TBC1 domain family, member 22a (Tbc1d22a), mRNA."RefSeq 6.705297 8.252392 -2.92228 992

TC0400000743.mm.1Tlr4 NM_021297"Mus musculus toll-like receptor 4 (Tlr4), mRNA."RefSeq 7.967988 6.422933 2.918152 993

TC0900001475.mm.1Als2cl NM_001146059"Mus musculus ALS2 C-terminal like (Als2cl), transcript variant 2, mRNA."RefSeq 6.188763 7.731564 -2.9136 994

TC0400002483.mm.1Gm10595 ENSMUST00000179680cdna:known chromosome:GRCm38:4:41870187:41870612:-1 gene:ENSMUSG00000096543 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.314084 3.771384 2.913392 995

TC0400002495.mm.1Gm10595 ENSMUST00000180030cdna:known chromosome:GRCm38:4:42219428:42219853:-1 gene:ENSMUSG00000094984 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.314084 3.771384 2.913392 995

TC0700000775.mm.1Klk8 NM_008940"Mus musculus kallikrein related-peptidase 8 (Klk8), mRNA."RefSeq 5.254917 6.796293 -2.91072 997

TC0900000713.mm.1Cyp1a1 NM_009992"Mus musculus cytochrome P450, family 1, subfamily a, polypeptide 1 (Cyp1a1), transcript variant 1, mRNA."RefSeq 4.542322 6.082863 -2.90904 998

TC0900000829.mm.1Igdcc4 NM_020043"Mus musculus immunoglobulin superfamily, DCC subclass, member 4 (Igdcc4), mRNA."RefSeq 6.783769 5.245119 2.905225 999

TC1700002788.mm.1H2-Q8 NM_023124"Mus musculus histocompatibility 2, Q region locus 8 (H2-Q8), mRNA."RefSeq 8.351861 9.888749 -2.90168 1000

TC0200002052.mm.1Bmp2 NM_007553"Mus musculus bone morphogenetic protein 2 (Bmp2), mRNA."RefSeq 6.612502 5.076473 2.899952 1001

TC1400001001.mm.1Hr NM_021877"Mus musculus hairless (Hr), mRNA."RefSeq 7.118309 5.582542 2.899425 1002

TC0500002919.mm.1Tgfbr3 NM_011578"Mus musculus transforming growth factor, beta receptor III (Tgfbr3), mRNA."RefSeq 9.359439 7.824021 2.898724 1003

TC0400000393.mm.1Gm10594 ENSMUST00000098127cdna:known chromosome:GRCm38:4:42035113:42035538:1 gene:ENSMUSG00000095611 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.225224 3.691077 2.896171 1005

TC0400002500.mm.1Gm10594 ENSMUST00000098118cdna:known chromosome:GRCm38:4:42458751:42459176:-1 gene:ENSMUSG00000096892 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.225224 3.691077 2.896171 1005

TC4_GL456350_random00000008.mm.1Gm10594 ENSMUST00000178800cdna:known scaffold:GRCm38:GL456350.1:80399:80824:-1 gene:ENSMUSG00000096416 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.225224 3.691077 2.896171 1005

TC4_JH584293_random00000013.mm.1Gm10594 ENSMUST00000179681cdna:known scaffold:GRCm38:JH584293.1:140144:140569:-1 gene:ENSMUSG00000096622 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.225224 3.691077 2.896171 1005

TC4_JH584294_random00000003.mm.1Gm10590 ENSMUST00000178716cdna:known scaffold:GRCm38:JH584294.1:63267:63692:1 gene:ENSMUSG00000096669 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.263843 3.729696 2.896171 1008

TC0700002830.mm.14931406P16RikNM_172741"Mus musculus RIKEN cDNA 4931406P16 gene (4931406P16Rik), mRNA."RefSeq 8.057367 9.589774 -2.89268 1009

TC1000002537.mm.1Gipc3 NM_148951"Mus musculus GIPC PDZ domain containing family, member 3 (Gipc3), mRNA."RefSeq 6.580234 8.111806 -2.89101 1010

TC1100004272.mm.14-Sep ENSMUST00000107962cdna:novel chromosome:GRCm38:11:87578401:87590539:1 gene:ENSMUSG00000020486 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 7.391851 8.923083 -2.89033 1011

TC1400000036.mm.1Gm8297 XM_986074"PREDICTED: Mus musculus predicted gene 8297, transcript variant 4 (Gm8297), mRNA."RefSeq 4.522963 6.054146 -2.89023 1012

TC0500000997.mm.1Arhgap24 NM_029270"Mus musculus Rho GTPase activating protein 24 (Arhgap24), transcript variant 1, mRNA."RefSeq 5.618282 4.087191 2.890043 1013

TC1400001439.mm.1Fam107a NM_183187"Mus musculus family with sequence similarity 107, member A (Fam107a), mRNA."RefSeq 5.473089 7.00375 -2.88918 1014

TC0300002926.mm.1Enpep NM_007934"Mus musculus glutamyl aminopeptidase (Enpep), mRNA."RefSeq 6.527431 4.997041 2.888639 1015

TC0200004548.mm.1Itpripl1 NM_001163528"Mus musculus inositol 1,4,5-triphosphate receptor interacting protein-like 1 (Itpripl1), transcript variant 2, mRNA."RefSeq 7.097944 8.627897 -2.88776 1016

TC1500000389.mm.1Nov NM_010930"Mus musculus nephroblastoma overexpressed gene (Nov), mRNA."RefSeq 7.53196 6.003428 2.884921 1017

TC0800003184.mm.1Sipa1l2 NM_001081337"Mus musculus signal-induced proliferation-associated 1 like 2 (Sipa1l2), mRNA."RefSeq 6.682895 8.211067 -2.8842 1018

TC1500002209.mm.1Fmnl3 NM_011711"Mus musculus formin-like 3 (Fmnl3), mRNA."RefSeq 7.301932 8.828128 -2.88025 1019

TC0100000039.mm.1Adhfe1 NM_175236"Mus musculus alcohol dehydrogenase, iron containing, 1 (Adhfe1), nuclear gene encoding mitochondrial protein, transcript variant 1, mRNA."RefSeq 6.117376 4.592532 2.877556 1020

TC0500002528.mm.1Atp8a1 NM_009727"Mus musculus ATPase, aminophospholipid transporter (APLT), class I, type 8A, member 1 (Atp8a1), transcript variant 2, mRNA."RefSeq 5.996903 7.519513 -2.8731 1021

TC1000002580.mm.1Slc41a2 NM_177388"Mus musculus solute carrier family 41, member 2 (Slc41a2), mRNA."RefSeq 5.930877 4.409778 2.870096 1022

TC0400001728.mm.1Camk2n1 NM_025451"Mus musculus calcium/calmodulin-dependent protein kinase II inhibitor 1 (Camk2n1), mRNA."RefSeq 8.544685 7.023691 2.869887 1023

TC0900003338.mm.1Dync2h1 NM_029851"Mus musculus dynein cytoplasmic 2 heavy chain 1 (Dync2h1), mRNA."RefSeq 5.076761 3.555884 2.869654 1024

TC0900000982.mm.1Pygo1 NM_028116"Mus musculus pygopus 1 (Pygo1), mRNA."RefSeq 6.2804 4.762161 2.864412 1025

TC1100003770.mm.1Leprel4 NM_176830"Mus musculus leprecan-like 4 (Leprel4), mRNA."RefSeq 7.303692 5.785715 2.863892 1026

TC1000001506.mm.1Avpr1a NM_016847"Mus musculus arginine vasopressin receptor 1A (Avpr1a), mRNA."RefSeq 6.490402 4.973581 2.861598 1027

TC0500002596.mm.1Sgcb NM_011890"Mus musculus sarcoglycan, beta (dystrophin-associated glycoprotein) (Sgcb), mRNA."RefSeq 8.86336 7.348142 2.85842 1028

TC0400000395.mm.1Gm2457 XM_001473659"PREDICTED: Mus musculus predicted pseudogene 2457 (Gm2457), mRNA."RefSeq 6.594961 5.083349 2.851285 1029

TC0600000667.mm.1Adcyap1r1 NM_007407"Mus musculus adenylate cyclase activating polypeptide 1 receptor 1 (Adcyap1r1), transcript variant 1, mRNA."RefSeq 6.974707 5.463736 2.850018 1030

TC1800000575.mm.1Megf10 NM_001001979"Mus musculus multiple EGF-like-domains 10 (Megf10), mRNA."RefSeq 6.26651 4.757785 2.845584 1031

TC1900001270.mm.1Fam189a2 NM_001114174"Mus musculus family with sequence similarity 189, member A2 (Fam189a2), mRNA."RefSeq 6.996509 8.504527 -2.84419 1032

TC0200005386.mm.1Ppp1r3d NM_001085501"Mus musculus protein phosphatase 1, regulatory subunit 3D (Ppp1r3d), mRNA."RefSeq 4.178982 5.682839 -2.836 1033



TC0200001377.mm.1Lrp4 NM_001145857"Mus musculus low density lipoprotein receptor-related protein 4 (Lrp4), transcript variant 2, mRNA."RefSeq 6.971915 5.468569 2.834995 1034

TC0100000627.mm.1Pnkd NM_025580"Mus musculus paroxysmal nonkinesiogenic dyskinesia (Pnkd), nuclear gene encoding mitochondrial protein, transcript variant 2, mRNA."RefSeq 7.07475 8.577857 -2.83453 1035

TC0300000810.mm.1S100a7a NM_199422"Mus musculus S100 calcium binding protein A7A (S100a7a), mRNA."RefSeq 5.300861 3.799025 2.832029 1036

TC0900001083.mm.1Irak1bp1 NM_001168240"Mus musculus interleukin-1 receptor-associated kinase 1 binding protein 1 (Irak1bp1), transcript variant 2, mRNA."RefSeq 4.953971 3.452493 2.831326 1037

TC0300001035.mm.1Tspan2 NM_027533"Mus musculus tetraspanin 2 (Tspan2), transcript variant 1, mRNA."RefSeq 6.659598 8.159578 -2.82839 1038

TC1600001071.mm.1Ets2 NM_011809"Mus musculus E26 avian leukemia oncogene 2, 3 domain (Ets2), mRNA."RefSeq 7.780233 9.277054 -2.8222 1039

TC0400002507.mm.1Gm12394 ENSMUST00000107981cdna:putative chromosome:GRCm38:4:42781928:42856771:-1 gene:ENSMUSG00000078722 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.228189 3.733004 2.819003 1040

TC0300001445.mm.1Gbp7 NM_001083312"Mus musculus guanylate binding protein 7 (Gbp7), mRNA."RefSeq 8.573057 10.06675 -2.8161 1041

TC0500001623.mm.1Ephb4 NM_010144"Mus musculus Eph receptor B4 (Ephb4), transcript variant 2, mRNA."RefSeq 7.533905 9.025562 -2.81212 1042

TC0700004656.mm.1Nmb NM_026523"Mus musculus neuromedin B (Nmb), mRNA."RefSeq 6.256841 4.765235 2.812018 1043

TC1900000197.mm.1Syt7 NM_018801"Mus musculus synaptotagmin VII (Syt7), transcript variant 1, mRNA."RefSeq 5.927174 7.418041 -2.81058 1044

TC0300001117.mm.1Slc16a4 NM_146136"Mus musculus solute carrier family 16 (monocarboxylic acid transporters), member 4 (Slc16a4), mRNA."RefSeq 3.577744 5.067716 -2.80884 1045

TC0900000033.mm.1Casp12 NM_009808"Mus musculus caspase 12 (Casp12), mRNA."RefSeq 7.376622 5.887087 2.807985 1046

TC1300002059.mm.1Dbn1 NM_001177371"Mus musculus drebrin 1 (Dbn1), transcript variant 1, mRNA."RefSeq 7.96376 6.474666 2.807126 1047

TC1300000543.mm.1Rnf144b NM_146042"Mus musculus ring finger protein 144B (Rnf144b), transcript variant 1, mRNA."RefSeq 5.971629 7.46033 -2.80636 1048

TC0100003890.mm.1Mndal NM_001170853"Mus musculus myeloid nuclear differentiation antigen like (Mndal), mRNA."RefSeq 7.596655 9.085163 -2.80599 1049

TC4_JH584293_random00000012.mm.1CR974586.7ENSMUST00000178723cdna:novel scaffold:GRCm38:JH584293.1:86316:87710:-1 gene:ENSMUSG00000096646 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 6.498175 5.011811 2.801819 1050

TC0800000800.mm.1Jak3 NM_001190830"Mus musculus Janus kinase 3 (Jak3), transcript variant 2, mRNA."RefSeq 6.824092 8.310409 -2.80173 1051

TC0900001635.mm.1Snrk NM_001164572"Mus musculus SNF related kinase (Snrk), transcript variant 2, mRNA."RefSeq 8.259458 9.745562 -2.80132 1052

TC0X00000934.mm.1Efnb1 NM_010110"Mus musculus ephrin B1 (Efnb1), mRNA."RefSeq 7.103213 8.588596 -2.79992 1053

TC1500002039.mm.1Mapk11 NM_011161"Mus musculus mitogen-activated protein kinase 11 (Mapk11), mRNA."RefSeq 6.633327 8.116742 -2.7961 1054

TC1000001868.mm.1Eya4 NM_010167"Mus musculus eyes absent 4 homolog (Drosophila) (Eya4), mRNA."RefSeq 5.023407 3.540439 2.795232 1055

TC0500000602.mm.1Fam114a1 NM_026667"Mus musculus family with sequence similarity 114, member A1 (Fam114a1), mRNA."RefSeq 8.432259 6.949823 2.794201 1056

TC1100003161.mm.1Aspa NM_023113"Mus musculus aspartoacylase (Aspa), mRNA."RefSeq 5.433582 3.952756 2.791085 1057

TC1300001020.mm.1Ssbp2 NM_024272"Mus musculus single-stranded DNA binding protein 2 (Ssbp2), transcript variant 2, mRNA."RefSeq 6.132786 4.65406 2.787025 1058

TC0100000829.mm.1Dgkd NM_177646"Mus musculus diacylglycerol kinase, delta (Dgkd), mRNA."RefSeq 6.586579 8.064468 -2.78541 1059

TC0100000456.mm.1Nop58 NM_018868"Mus musculus NOP58 ribonucleoprotein (Nop58), mRNA."RefSeq 9.104267 7.627579 2.783091 1060

TC0200004539.mm.1Hdc NM_008230"Mus musculus histidine decarboxylase (Hdc), mRNA."RefSeq 4.478417 5.954073 -2.7811 1061

TC0800001901.mm.1Adam9 NM_001270996"Mus musculus a disintegrin and metallopeptidase domain 9 (meltrin gamma) (Adam9), transcript variant 1, mRNA."RefSeq 9.344659 7.869961 2.779255 1062

TC1300001374.mm.1Net1 NM_001047159"Mus musculus neuroepithelial cell transforming gene 1 (Net1), transcript variant 2, mRNA."RefSeq 5.645814 7.119749 -2.77779 1063

TC0700001064.mm.1Rgma NM_177740"Mus musculus RGM domain family, member A (Rgma), mRNA."RefSeq 7.627242 6.154235 2.775999 1064

TC1800000015.mm.19430020K01RikNM_001081963"Mus musculus RIKEN cDNA 9430020K01 gene (9430020K01Rik), mRNA."RefSeq 8.713583 10.18437 -2.77173 1065

TC1300002531.mm.1Naip5 NM_010870"Mus musculus NLR family, apoptosis inhibitory protein 5 (Naip5), mRNA."RefSeq 3.647199 5.117304 -2.77042 1066

TC0200000507.mm.1Rapgef1 NM_001039086"Mus musculus Rap guanine nucleotide exchange factor (GEF) 1 (Rapgef1), transcript variant 2, mRNA."RefSeq 8.426034 9.893472 -2.7653 1067

TC1300001285.mm.1Esm1 NM_023612"Mus musculus endothelial cell-specific molecule 1 (Esm1), mRNA."RefSeq 4.447372 5.912773 -2.7614 1068

TC1300000972.mm.1Mef2c NM_025282"Mus musculus myocyte enhancer factor 2C (Mef2c), transcript variant 2, mRNA."RefSeq 6.856642 8.321401 -2.76017 1069

TC1400000368.mm.1Anxa8 NM_013473"Mus musculus annexin A8 (Anxa8), mRNA."RefSeq 6.158261 4.694408 2.758441 1070

TC1400002719.mm.1Dzip1 NM_025943"Mus musculus DAZ interacting protein 1 (Dzip1), mRNA."RefSeq 5.690126 4.227005 2.757042 1071

TC0500000309.mm.1Tcf23 NM_053085"Mus musculus transcription factor 23 (Tcf23), mRNA."RefSeq 4.610303 6.072983 -2.7562 1072

TC1400002723.mm.1Uggt2 NM_001081252"Mus musculus UDP-glucose glycoprotein glucosyltransferase 2 (Uggt2), mRNA."RefSeq 5.193124 3.730687 2.755735 1073

TC1400001480.mm.1Lrrc3b NM_146052"Mus musculus leucine rich repeat containing 3B (Lrrc3b), mRNA."RefSeq 4.697461 6.159046 -2.75411 1074

TC1900000079.mm.1Map3k11 NM_022012"Mus musculus mitogen-activated protein kinase kinase kinase 11 (Map3k11), mRNA."RefSeq 6.926397 8.387231 -2.75267 1075

TC1600001464.mm.1Tmem44 NM_172614"Mus musculus transmembrane protein 44 (Tmem44), mRNA."RefSeq 5.438745 6.897276 -2.74828 1076

TC0800002819.mm.1Fhod1 NM_177699"Mus musculus formin homology 2 domain containing 1 (Fhod1), mRNA."RefSeq 5.828052 7.286454 -2.74804 1077

TC1500000805.mm.1Atxn10 NM_016843"Mus musculus ataxin 10 (Atxn10), mRNA."RefSeq 8.772753 7.314744 2.74729 1078

TC0X00003436.mm.1Gm614 NM_001033362"Mus musculus predicted gene 614 (Gm614), mRNA."RefSeq 3.691252 5.147623 -2.74417 1079

TC1000001124.mm.1Cdk17 NM_146239"Mus musculus cyclin-dependent kinase 17 (Cdk17), mRNA."RefSeq 6.732894 8.189202 -2.74405 1080



TC0200001847.mm.1Duox1 NM_001099297"Mus musculus dual oxidase 1 (Duox1), mRNA."RefSeq 5.991851 4.535947 2.743284 1081

TC1900000426.mm.1Slc1a1 NM_009199"Mus musculus solute carrier family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), member 1 (Slc1a1), mRNA."RefSeq 4.811889 6.267454 -2.74264 1082

TC0800002589.mm.1Nfix NM_001081981"Mus musculus nuclear factor I/X (Nfix), transcript variant 3, mRNA."RefSeq 9.168775 7.714357 2.74046 1083

TC0700002974.mm.1Atf5 NM_030693"Mus musculus activating transcription factor 5 (Atf5), transcript variant 1, mRNA."RefSeq 7.104843 5.650884 2.739588 1084

TC1600000938.mm.1Jam2 NM_023844"Mus musculus junction adhesion molecule 2 (Jam2), mRNA."RefSeq 9.063138 10.51666 -2.73876 1085

TC0300001760.mm.1Fndc3b NM_173182"Mus musculus fibronectin type III domain containing 3B (Fndc3b), mRNA."RefSeq 9.602121 8.148906 2.738176 1086

TC1000001696.mm.1Ulbp1 NM_029975"Mus musculus UL16 binding protein 1 (Ulbp1), mRNA."RefSeq 4.278489 5.73145 -2.73769 1087

TC1700002316.mm.1Sema6b NM_013662"Mus musculus sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6B (Sema6b), transcript variant 1, mRNA."RefSeq 6.918495 8.370701 -2.73626 1088

TC1800000564.mm.1Gramd3 NM_026240"Mus musculus GRAM domain containing 3 (Gramd3), mRNA."RefSeq 6.097492 4.645729 2.735421 1089

TC0200000897.mm.1Tanc1 NM_198294"Mus musculus tetratricopeptide repeat, ankyrin repeat and coiled-coil containing 1 (Tanc1), mRNA."RefSeq 6.959259 8.4108 -2.735 1090

TC0300002492.mm.1Plekho1 NM_023320"Mus musculus pleckstrin homology domain containing, family O member 1 (Plekho1), mRNA."RefSeq 7.297125 8.748565 -2.73481 1091

TC0500000465.mm.1Cc2d2a NM_172274"Mus musculus coiled-coil and C2 domain containing 2A (Cc2d2a), mRNA."RefSeq 7.155373 5.703995 2.734691 1092

TC0X00000933.mm.1Stard8 NM_199018"Mus musculus START domain containing 8 (Stard8), mRNA."RefSeq 6.02741 7.477302 -2.73188 1093

TC0200005015.mm.1Rbl1 NM_011249"Mus musculus retinoblastoma-like 1 (p107) (Rbl1), transcript variant 1, mRNA."RefSeq 4.900485 6.34946 -2.73014 1094

TC0200005444.mm.1Zbtb46 NM_027656"Mus musculus zinc finger and BTB domain containing 46 (Zbtb46), transcript variant 1, mRNA."RefSeq 5.349099 6.79695 -2.72801 1095

TC1000000011.mm.1Plekhg1 NM_001159942"Mus musculus pleckstrin homology domain containing, family G (with RhoGef domain) member 1 (Plekhg1), transcript variant 1, mRNA."RefSeq 7.647899 9.095233 -2.72704 1096

TC0X00002834.mm.1Cysltr1 NM_021476"Mus musculus cysteinyl leukotriene receptor 1 (Cysltr1), mRNA."RefSeq 3.237849 4.684961 -2.72662 1097

TC1800000535.mm.1Snx24 NM_029394"Mus musculus sorting nexing 24 (Snx24), mRNA."RefSeq 6.313244 4.86795 2.723183 1098

TC1100001439.mm.1Chad NM_007689"Mus musculus chondroadherin (Chad), mRNA."RefSeq 5.66051 4.215249 2.723121 1099

TC1000000123.mm.1Txlnb NM_138628"Mus musculus taxilin beta (Txlnb), mRNA."RefSeq 5.527206 6.9719 -2.72205 1100

TC1300002426.mm.1Thbs4 NM_011582"Mus musculus thrombospondin 4 (Thbs4), mRNA."RefSeq 6.689711 5.246705 2.718868 1101

TC0500001401.mm.1P2rx4 NM_011026"Mus musculus purinergic receptor P2X, ligand-gated ion channel 4 (P2rx4), mRNA."RefSeq 7.58278 6.140289 2.717897 1102

TC0500003249.mm.1Pitpnm2 NM_001289472"phosphatidylinositol transfer protein, membrane-associated 2 (Pitpnm2), transcript variant 2, mRNA."RefSeq 6.827787 8.269032 -2.71555 1103

TC1200001299.mm.1Vipr2 NM_009511"Mus musculus vasoactive intestinal peptide receptor 2 (Vipr2), mRNA."RefSeq 6.461664 5.021299 2.713895 1104

TC1200001450.mm.1Trib2 NM_144551"Mus musculus tribbles homolog 2 (Drosophila) (Trib2), mRNA."RefSeq 6.818474 8.258452 -2.71317 1105

TC1200000521.mm.1Gm527 NM_001025605"Mus musculus predicted gene 527 (Gm527), mRNA."RefSeq 6.88284 5.443248 2.712441 1106

TC0500001043.mm.1Lrrc8c NM_133897"Mus musculus leucine rich repeat containing 8 family, member C (Lrrc8c), mRNA."RefSeq 8.834443 10.27259 -2.70973 1107

TC0700001385.mm.1Gdpd5 NM_201352"Mus musculus glycerophosphodiester phosphodiesterase domain containing 5 (Gdpd5), mRNA."RefSeq 6.202955 7.640567 -2.70872 1108

TC0100002356.mm.1Rftn2 NM_028713"Mus musculus raftlin family member 2 (Rftn2), mRNA."RefSeq 6.566813 5.129978 2.707263 1109

TC0100003838.mm.1G0s2 NM_008059"Mus musculus G0/G1 switch gene 2 (G0s2), mRNA."RefSeq 7.487243 6.05077 2.706584 1110

TC1300002667.mm.1Map3k1 NM_011945"Mus musculus mitogen-activated protein kinase kinase kinase 1 (Map3k1), mRNA."RefSeq 7.015379 8.451736 -2.70637 1111

TC0200001894.mm.1Fgf7 NM_008008"Mus musculus fibroblast growth factor 7 (Fgf7), mRNA."RefSeq 4.664832 3.22963 2.7042 1112

TC1300002530.mm.1Naip2 NM_010872"Mus musculus NLR family, apoptosis inhibitory protein 2 (Naip2), transcript variant 1, mRNA."RefSeq 3.681323 5.112694 -2.69703 1113

TC1600001337.mm.1Klhl6 NM_183390"Mus musculus kelch-like 6 (Klhl6), mRNA."RefSeq 5.715216 7.146586 -2.69703 1114

TC1400000016.mm.1Gm3029 XM_001475780"PREDICTED: Mus musculus predicted gene 3029, transcript variant 1 (Gm3029), mRNA."RefSeq 4.864952 6.296207 -2.69681 1115

TC0200005031.mm.1D630003M21RikNM_001131021"Mus musculus RIKEN cDNA D630003M21 gene (D630003M21Rik), transcript variant 2, mRNA."RefSeq 6.759216 5.329302 2.694307 1116

TC1400001783.mm.1Tspan14 NM_145928"Mus musculus tetraspanin 14 (Tspan14), mRNA."RefSeq 7.106621 8.535101 -2.69163 1117

TC1100003345.mm.1Myo1d NM_177390"Mus musculus myosin ID (Myo1d), mRNA."RefSeq 7.679838 9.106134 -2.68756 1118

TC0300001409.mm.1Adh1 NM_007409"Mus musculus alcohol dehydrogenase 1 (class I) (Adh1), mRNA."RefSeq 7.838734 9.264851 -2.68723 1119

TC0600000577.mm.1Gpnmb NM_053110"Mus musculus glycoprotein (transmembrane) nmb (Gpnmb), mRNA."RefSeq 6.011962 4.586559 2.685895 1120

TC0100003382.mm.1Dnm3 NM_001038619"Mus musculus dynamin 3 (Dnm3), transcript variant 1, mRNA."RefSeq 5.860811 7.286146 -2.68577 1121

TC0800002735.mm.1Dok4 NM_053246"Mus musculus docking protein 4 (Dok4), mRNA."RefSeq 6.711567 8.136166 -2.6844 1122

TC0600001083.mm.1Fbln2 NM_007992"Mus musculus fibulin 2 (Fbln2), transcript variant 1, mRNA."RefSeq 10.53871 9.114708 2.683296 1123

TC0900001781.mm.1Panx1 NM_019482"Mus musculus pannexin 1 (Panx1), mRNA."RefSeq 6.336359 4.914637 2.679051 1124

TC0900000605.mm.1Cryab NM_001289782"crystallin, alpha B (Cryab), transcript variant 1, mRNA."RefSeq 8.481207 7.060393 2.677365 1125

TC1700002597.mm.1Slc8a1 NM_011406"Mus musculus solute carrier family 8 (sodium/calcium exchanger), member 1 (Slc8a1), transcript variant A, mRNA."RefSeq 5.219142 3.798464 2.677113 1126

TC0100003319.mm.1Soat1 NM_009230"Mus musculus sterol O-acyltransferase 1 (Soat1), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 7.317954 5.898466 2.674906 1127



TC0400003446.mm.1Zfp69 NM_001005788"Mus musculus zinc finger protein 69 (Zfp69), mRNA."RefSeq 5.686674 7.10541 -2.67351 1128

TC1200000263.mm.1Lamb1 NM_008482"Mus musculus laminin B1 (Lamb1), mRNA."RefSeq 9.963551 8.546552 2.670295 1129

TC0200000585.mm.1Fam102a NM_153560"Mus musculus family with sequence similarity 102, member A (Fam102a), mRNA."RefSeq 7.303441 8.72004 -2.66955 1130

TC0400001543.mm.1Fabp3 NM_010174"Mus musculus fatty acid binding protein 3, muscle and heart (Fabp3), mRNA."RefSeq 7.118409 8.528785 -2.65806 1131

TC0900001630.mm.1Ccbp2 NM_021609"Mus musculus chemokine binding protein 2 (Ccbp2), transcript variant 2, mRNA."RefSeq 7.061183 5.651378 2.657012 1132

TC0600000923.mm.1Rtkn NM_001136227"Mus musculus rhotekin (Rtkn), transcript variant 1, mRNA."RefSeq 6.702592 5.292946 2.65672 1133

TC0500003043.mm.1Cmklr1 NM_008153"Mus musculus chemokine-like receptor 1 (Cmklr1), mRNA."RefSeq 7.862178 6.453461 2.655009 1134

TC0500002320.mm.1Prom1 NM_001163585"Mus musculus prominin 1 (Prom1), transcript variant 8, mRNA."RefSeq 3.384234 4.790299 -2.65013 1135

TC0700001669.mm.1Pde3b NM_011055"Mus musculus phosphodiesterase 3B, cGMP-inhibited (Pde3b), mRNA."RefSeq 4.996758 3.590693 2.650133 1135

TC0800001425.mm.1Wfdc1 NM_023395"Mus musculus WAP four-disulfide core domain 1 (Wfdc1), mRNA."RefSeq 6.731255 5.326764 2.647244 1137

TC0500002586.mm.1Fryl NM_028194"Mus musculus furry homolog-like (Drosophila) (Fryl), mRNA."RefSeq 7.410501 8.813707 -2.64489 1138

TC0900001885.mm.1Dock6 NM_177030"Mus musculus dedicator of cytokinesis 6 (Dock6), mRNA."RefSeq 7.782488 9.184577 -2.64284 1139

TC1900000118.mm.1Rasgrp2 NM_011242"Mus musculus RAS, guanyl releasing protein 2 (Rasgrp2), mRNA."RefSeq 6.406621 7.807513 -2.64065 1140

TC0900000497.mm.1Usp2 NM_198092"Mus musculus ubiquitin specific peptidase 2 (Usp2), transcript variant 3, mRNA."RefSeq 6.652638 5.253413 2.637599 1141

TC1700001264.mm.1Dync2li1 NM_172256"Mus musculus dynein cytoplasmic 2 light intermediate chain 1 (Dync2li1), mRNA."RefSeq 6.499265 5.100694 2.636403 1142

TC1700001166.mm.1Ltbp1 NM_019919"Mus musculus latent transforming growth factor beta binding protein 1 (Ltbp1), transcript variant 1, mRNA."RefSeq 8.493542 7.095114 2.636142 1143

TC0200000969.mm.1B3galt1 NM_020283"Mus musculus UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 1 (B3galt1), mRNA."RefSeq 4.97519 3.577369 2.635033 1144

TC1200001660.mm.1Scin NM_001146196"Mus musculus scinderin (Scin), transcript variant 1, mRNA."RefSeq 5.098006 3.700494 2.634469 1145

TC1400001419.mm.1Gm3685 XM_001477780"PREDICTED: Mus musculus predicted gene 3685, transcript variant 3 (Gm3685), mRNA."RefSeq 3.663879 5.06064 -2.6331 1146

TC0200003811.mm.1Sestd1 NM_175465"Mus musculus SEC14 and spectrin domains 1 (Sestd1), mRNA."RefSeq 7.867025 6.470332 2.632973 1147

TC0300002870.mm.1Myoz2 NM_021503"Mus musculus myozenin 2 (Myoz2), mRNA."RefSeq 5.727134 7.123461 -2.63231 1148

TC1400001528.mm.1Kcnk5 NM_021542"Mus musculus potassium channel, subfamily K, member 5 (Kcnk5), mRNA."RefSeq 5.528655 4.1326 2.631809 1149

TC0500001724.mm.1Fscn1 NM_007984"Mus musculus fascin homolog 1, actin bundling protein (Strongylocentrotus purpuratus) (Fscn1), mRNA."RefSeq 7.400439 8.79625 -2.63136 1150

TC0900003115.mm.1Nbeal2 NM_183276"Mus musculus neurobeachin-like 2 (Nbeal2), mRNA."RefSeq 5.866152 7.260537 -2.62877 1151

TC0800001185.mm.1Car7 NM_053070"Mus musculus carbonic anhydrase 7 (Car7), mRNA."RefSeq 6.414526 7.808644 -2.62828 1152

TC0700004571.mm.1Igf2 NM_001122737"Mus musculus insulin-like growth factor 2 (Igf2), transcript variant 3, mRNA."RefSeq 6.218912 7.61292 -2.62808 1153

TC1200001602.mm.1Prkar2b NM_011158"Mus musculus protein kinase, cAMP dependent regulatory, type II beta (Prkar2b), mRNA."RefSeq 5.863514 4.47013 2.626941 1154

TC0700003608.mm.1Cpeb1 NM_007755"Mus musculus cytoplasmic polyadenylation element binding protein 1 (Cpeb1), transcript variant 2, mRNA."RefSeq 5.60923 4.215858 2.62692 1155

TC0100000464.mm.1Fam117b NM_001037725"Mus musculus family with sequence similarity 117, member B (Fam117b), mRNA."RefSeq 7.615116 9.00838 -2.62672 1156

TC0X00000525.mm.1Fhl1 NM_010211"Mus musculus four and a half LIM domains 1 (Fhl1), transcript variant 3, mRNA."RefSeq 8.479943 7.087268 2.625651 1157

TC0X00000618.mm.1Aff2 NM_008032"Mus musculus AF4/FMR2 family, member 2 (Aff2), mRNA."RefSeq 5.264736 3.872234 2.625336 1158

TC1100001386.mm.1Trim25 NM_009546"Mus musculus tripartite motif-containing 25 (Trim25), mRNA."RefSeq 7.03963 8.43209 -2.62526 1159

TC0200002298.mm.1Id1 NM_010495"Mus musculus inhibitor of DNA binding 1 (Id1), mRNA."RefSeq 9.248682 10.64104 -2.62507 1160

TC0100001877.mm.1Plxna2 NM_008882"Mus musculus plexin A2 (Plxna2), mRNA."RefSeq 7.971632 9.363466 -2.62412 1161

TC0300001240.mm.1Arhgap29 NM_172525"Mus musculus Rho GTPase activating protein 29 (Arhgap29), mRNA."RefSeq 8.112219 9.503634 -2.62336 1162

TC1400001392.mm.1Gm3542 ENSMUST00000169362cdna:putative chromosome:GRCm38:14:5326255:5334928:-1 gene:ENSMUSG00000096023 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 4.231548 5.622326 -2.6222 1163

TC1400001400.mm.1Gm9603 ENSMUST00000165814cdna:putative chromosome:GRCm38:14:5678784:5687457:-1 gene:ENSMUSG00000096470 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 4.231548 5.622326 -2.6222 1163

TC1300000020.mm.1Akr1c19 NM_001013785"Mus musculus aldo-keto reductase family 1, member C19 (Akr1c19), mRNA."RefSeq 3.826478 5.216692 -2.62118 1165

TC0400003767.mm.1Nipal3 NM_028995"Mus musculus NIPA-like domain containing 3 (Nipal3), mRNA."RefSeq 6.0082 7.397696 -2.61987 1166

TC0500002274.mm.1Stk32b NM_022416"Mus musculus serine/threonine kinase 32B (Stk32b), mRNA."RefSeq 6.097983 4.70894 2.619049 1167

TC0900003182.mm.1Stt3b NM_024222"Mus musculus STT3, subunit of the oligosaccharyltransferase complex, homolog B (S. cerevisiae) (Stt3b), mRNA."RefSeq 9.123231 7.73497 2.61763 1168

TC0400002770.mm.1Mup19 NM_001135127"Mus musculus major urinary protein 19 (Mup19), mRNA."RefSeq 5.077458 3.689318 2.61741 1169

TC0600003155.mm.1Ntf3 NM_001164035"Mus musculus neurotrophin 3 (Ntf3), transcript variant 2, mRNA."RefSeq 5.08039 6.46283 -2.60709 1170

TC0600002079.mm.1Ptn NM_008973"Mus musculus pleiotrophin (Ptn), mRNA."RefSeq 5.62877 4.246938 2.605991 1171

TC0200003806.mm.1Fkbp7 NM_010222"Mus musculus FK506 binding protein 7 (Fkbp7), mRNA."RefSeq 7.099061 5.719017 2.602763 1172

TC0700003592.mm.1Man2a2 NM_172903"Mus musculus mannosidase 2, alpha 2 (Man2a2), mRNA."RefSeq 8.207996 6.829379 2.60019 1173

TC1300001242.mm.1Plk2 NM_152804"Mus musculus polo-like kinase 2 (Plk2), mRNA."RefSeq 9.382307 10.76066 -2.59971 1174



TC1200001663.mm.1Ifrd1 NM_013562"Mus musculus interferon-related developmental regulator 1 (Ifrd1), mRNA."RefSeq 8.923821 7.545719 2.599262 1175

TC0200001264.mm.1Olfr1033 NM_146578"Mus musculus olfactory receptor 1033 (Olfr1033), mRNA."RefSeq 4.217257 2.840442 2.596944 1176

TC0700002791.mm.1Scn1b NM_011322"Mus musculus sodium channel, voltage-gated, type I, beta (Scn1b), mRNA."RefSeq 8.233791 6.857282 2.596393 1177

TC1400001914.mm.1Bmp4 NM_007554"Mus musculus bone morphogenetic protein 4 (Bmp4), mRNA."RefSeq 9.077081 7.703006 2.592017 1178

TC1900001390.mm.1Sgms1 NM_001168526"Mus musculus sphingomyelin synthase 1 (Sgms1), transcript variant 3, mRNA."RefSeq 6.5512 7.923074 -2.58807 1179

TC1100004152.mm.1Cyth1 NM_001112700"Mus musculus cytohesin 1 (Cyth1), transcript variant 3, mRNA."RefSeq 7.036789 8.408595 -2.58794 1180

TC0600000711.mm.1Abcg2 NM_011920"Mus musculus ATP-binding cassette, sub-family G (WHITE), member 2 (Abcg2), mRNA."RefSeq 6.544433 7.914926 -2.58559 1181

TC1200001625.mm.1Hdac9 NM_001271386"Mus musculus histone deacetylase 9 (Hdac9), transcript variant 1, mRNA."RefSeq 4.57896 5.949164 -2.58507 1182

TC1100000979.mm.1Wscd1 NM_177618"Mus musculus WSC domain containing 1 (Wscd1), mRNA."RefSeq 5.826596 7.195645 -2.583 1183

TC0600003314.mm.1Hebp1 NM_013546"Mus musculus heme binding protein 1 (Hebp1), mRNA."RefSeq 6.204073 4.835349 2.582421 1184

TC1700001497.mm.1Dll1 NM_007865"Mus musculus delta-like 1 (Drosophila) (Dll1), mRNA."RefSeq 5.711252 7.07994 -2.58236 1185

TC0700002979.mm.1Cpt1c NM_153679"Mus musculus carnitine palmitoyltransferase 1c (Cpt1c), transcript variant 1, mRNA."RefSeq 6.383777 5.017793 2.577521 1186

TC1500000524.mm.1Ptp4a3 NM_001166390"Mus musculus protein tyrosine phosphatase 4a3 (Ptp4a3), transcript variant 4, mRNA."RefSeq 7.481096 8.846176 -2.57591 1187

TC0X00003335.mm.1Mospd2 NM_029730"Mus musculus motile sperm domain containing 2 (Mospd2), mRNA."RefSeq 6.189667 7.552004 -2.57101 1188

TC0300001444.mm.1Gbp5 NM_153564"Mus musculus guanylate binding protein 5 (Gbp5), mRNA."RefSeq 5.873593 7.235551 -2.57034 1189

TC0100003587.mm.1Cadm3 NM_053199"Mus musculus cell adhesion molecule 3 (Cadm3), mRNA."RefSeq 6.235504 4.873754 2.569967 1190

TC0900001725.mm.19230110C19RikNM_199017"Mus musculus RIKEN cDNA 9230110C19 gene (9230110C19Rik), mRNA."RefSeq 5.001237 3.64134 2.566669 1191

TC0100003401.mm.1Fmo1 NM_010231"Mus musculus flavin containing monooxygenase 1 (Fmo1), mRNA."RefSeq 8.539798 9.8996 -2.5665 1192

TC0500000532.mm.1Pi4k2b NM_025951"Mus musculus phosphatidylinositol 4-kinase type 2 beta (Pi4k2b), transcript variant 1, mRNA."RefSeq 5.445465 4.087033 2.564064 1193

TC0800002145.mm.1Fam149a NM_153535"Mus musculus family with sequence similarity 149, member A (Fam149a), mRNA."RefSeq 7.147619 5.789741 2.563079 1194

TC1200001257.mm.1Kif26a NM_001097621"Mus musculus kinesin family member 26A (Kif26a), mRNA."RefSeq 6.634831 7.992425 -2.56258 1195

TC1400002072.mm.1Efs NM_010112"Mus musculus embryonal Fyn-associated substrate (Efs), mRNA."RefSeq 6.840026 5.482761 2.56199 1196

TC1900000350.mm.1Tmem2 NM_001033759"Mus musculus transmembrane protein 2 (Tmem2), transcript variant 2, mRNA."RefSeq 5.953046 7.31002 -2.56147 1197

TC0200004154.mm.1Tspan18 NM_183180"Mus musculus tetraspanin 18 (Tspan18), mRNA."RefSeq 7.787935 9.142917 -2.55794 1198

TC1000002628.mm.1Fabp3-ps1 ENSMUST00000070435cdna:known chromosome:GRCm38:10:86731754:86732409:-1 gene:ENSMUSG00000056366 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 7.246328 8.599867 -2.55538 1199

TC0400002769.mm.1Mup15 NM_001200004"Mus musculus major urinary protein 15 (Mup15), mRNA."RefSeq 4.684852 3.331409 2.555212 1200

TC0300000322.mm.1Phf17 NM_001130184"Mus musculus PHD finger protein 17 (Phf17), transcript variant 2, mRNA."RefSeq 8.08544 6.732187 2.554876 1201

TC0100003889.mm.1Mnda NM_001033450"Mus musculus myeloid cell nuclear differentiation antigen (Mnda), mRNA."RefSeq 8.604754 7.251709 2.554507 1202

TC1300000330.mm.1Mboat1 NM_153546"Mus musculus membrane bound O-acyltransferase domain containing 1 (Mboat1), mRNA."RefSeq 5.07572 3.722791 2.554302 1203

TC0800002783.mm.1Cdh11 NM_009866"Mus musculus cadherin 11 (Cdh11), mRNA."RefSeq 7.278288 5.92547 2.554105 1204

TC1000001566.mm.1Ndufa4l2 NM_001098789"Mus musculus NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4-like 2 (Ndufa4l2), mRNA."RefSeq 7.743089 6.390498 2.553703 1205

TC1900000046.mm.1Ctsf NM_019861"Mus musculus cathepsin F (Ctsf), mRNA."RefSeq 7.338468 5.985928 2.553613 1206

TC1800001437.mm.1Adrb2 NM_007420"Mus musculus adrenergic receptor, beta 2 (Adrb2), mRNA."RefSeq 6.36962 7.721752 -2.55289 1207

TC1900000397.mm.1Tmem252 NM_183160"Mus musculus transmembrane protein 252 (Tmem252), mRNA."RefSeq 4.856931 6.208891 -2.55259 1208

TC1800000249.mm.1Lims2 NM_144862"Mus musculus LIM and senescent cell antigen like domains 2 (Lims2), mRNA."RefSeq 9.669333 11.02029 -2.55081 1209

TC0700001264.mm.1Fzd4 NM_008055"Mus musculus frizzled homolog 4 (Drosophila) (Fzd4), mRNA."RefSeq 8.618806 9.969599 -2.55052 1210

TC0200002496.mm.1Wisp2 NM_016873"Mus musculus WNT1 inducible signaling pathway protein 2 (Wisp2), mRNA."RefSeq 7.335703 5.985163 2.550076 1211

TC0X00000156.mm.1AA414768 NM_001272033"Mus musculus expressed sequence AA414768 (AA414768), mRNA."RefSeq 4.663055 3.31453 2.546516 1212

TC0900000032.mm.1Casp4 NM_007609"Mus musculus caspase 4, apoptosis-related cysteine peptidase (Casp4), mRNA."RefSeq 7.651723 6.303265 2.546398 1213

TC0300001497.mm.1Ttll7 NM_027594"Mus musculus tubulin tyrosine ligase-like family, member 7 (Ttll7), mRNA."RefSeq 5.550891 6.898037 -2.54408 1214

TC1900000819.mm.1Atrnl1 NM_181415"Mus musculus attractin like 1 (Atrnl1), mRNA."RefSeq 8.912566 7.566341 2.54246 1215

TC0700001362.mm.1Pak1 NM_011035"Mus musculus p21 protein (Cdc42/Rac)-activated kinase 1 (Pak1), mRNA."RefSeq 5.175825 3.830305 2.541218 1216

TC0Y00000551.mm.1G530011O06RIKENSMUST00000177893cdna:known chromosome:GRCm38:Y:90754513:90754821:-1 gene:ENSMUSG00000095366 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 9.114132 7.769188 2.540203 1217

TC0Y00000552.mm.1G530011O06RIKENSMUST00000179623cdna:known chromosome:GRCm38:Y:90838869:90839177:-1 gene:ENSMUSG00000096850 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 9.114132 7.769188 2.540203 1217

TC0400003708.mm.1Zdhhc18 NM_001017968"Mus musculus zinc finger, DHHC domain containing 18 (Zdhhc18), mRNA."RefSeq 7.173399 8.518315 -2.54015 1219

TC1400002842.mm.1Gm21560 XM_003688927"PREDICTED: Mus musculus uncharacterized LOC100862207 (LOC100862207), mRNA."RefSeq 4.206519 5.550212 -2.538 1220

TC1400002850.mm.1Gm3512 ENSMUST00000172431cdna:putative chromosome:GRCm38:14:7153511:7174533:-1 gene:ENSMUSG00000090363 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.57209 6.915189 -2.53696 1221



TC1500001491.mm.1Trps1 NM_032000"Mus musculus trichorhinophalangeal syndrome I (human) (Trps1), mRNA."RefSeq 7.124343 5.781597 2.536336 1222

TC0700003539.mm.1Ntrk3 NM_008746"Mus musculus neurotrophic tyrosine kinase, receptor, type 3 (Ntrk3), transcript variant 1, mRNA."RefSeq 5.475889 4.133208 2.536222 1223

TC0400000149.mm.1Mmp16 NM_019724"Mus musculus matrix metallopeptidase 16 (Mmp16), mRNA."RefSeq 4.839577 3.497661 2.534877 1224

TC1400000029.mm.1Gm8159 XM_984543"PREDICTED: Mus musculus predicted gene 8159, transcript variant 4 (Gm8159), mRNA."RefSeq 4.49736 5.839219 -2.53478 1225

TC1300002015.mm.1Ror2 NM_013846"Mus musculus receptor tyrosine kinase-like orphan receptor 2 (Ror2), mRNA."RefSeq 6.253315 4.911688 2.53437 1226

TC1700000159.mm.1Mllt4 NM_010806"Mus musculus myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 4 (Mllt4), mRNA."RefSeq 7.832149 9.173104 -2.53319 1227

TC0700001959.mm.1Ptpre NM_011212"Mus musculus protein tyrosine phosphatase, receptor type, E (Ptpre), mRNA."RefSeq 4.941361 6.281212 -2.53125 1228

TC0100000870.mm.1Cxcr7 NM_007722"Mus musculus chemokine (C-X-C motif) receptor 7 (Cxcr7), transcript variant 2, mRNA."RefSeq 8.680507 7.34072 2.531139 1229

TC1000000482.mm.1Gm5423 ENSMUST00000168554cdna:known chromosome:GRCm38:10:53474964:53475467:1 gene:ENSMUSG00000056219 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 6.64454 7.983307 -2.52935 1230

TC0700003943.mm.1Trim30a NM_009099"Mus musculus tripartite motif-containing 30A (Trim30a), mRNA."RefSeq 6.695313 8.033732 -2.52874 1231

TC1300002481.mm.1Hexb NM_010422"Mus musculus hexosaminidase B (Hexb), mRNA."RefSeq 8.121444 6.783034 2.528725 1232

TC0700001460.mm.1Olfr550 ENSMUST00000098225cdna:known chromosome:GRCm38:7:102578469:102579506:1 gene:ENSMUSG00000073975 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.483721 4.145644 2.528141 1233

TC1100004122.mm.1Rhbdf2 NM_001167680"Mus musculus rhomboid 5 homolog 2 (Drosophila) (Rhbdf2), transcript variant 2, mRNA."RefSeq 6.479123 7.817185 -2.52812 1234

TC1000002260.mm.1Srgn NM_011157"Mus musculus serglycin (Srgn), mRNA."RefSeq 7.423793 8.761301 -2.52714 1235

TC0400001953.mm.1Ctnnbip1 NM_023465"Mus musculus catenin beta interacting protein 1 (Ctnnbip1), transcript variant 1, mRNA."RefSeq 7.461148 8.798129 -2.52622 1236

TC0100002562.mm.1Igfbp5 NM_010518"Mus musculus insulin-like growth factor binding protein 5 (Igfbp5), mRNA."RefSeq 8.520207 7.184016 2.524838 1237

TC0700004157.mm.1Pik3c2a NM_011083"Mus musculus phosphatidylinositol 3-kinase, C2 domain containing, alpha polypeptide (Pik3c2a), mRNA."RefSeq 6.938466 8.273916 -2.52354 1238

TC1400002073.mm.1Myh6 NM_010856"Mus musculus myosin, heavy polypeptide 6, cardiac muscle, alpha (Myh6), transcript variant 2, mRNA."RefSeq 6.428762 7.763106 -2.52161 1239

TC0800000747.mm.1Comp NM_016685"Mus musculus cartilage oligomeric matrix protein (Comp), mRNA."RefSeq 6.81101 5.476804 2.521367 1240

TC1100001397.mm.1Mmd NM_026178"Mus musculus monocyte to macrophage differentiation-associated (Mmd), mRNA."RefSeq 4.408295 5.738851 -2.515 1241

TC1300000147.mm.1Sfrp4 NM_016687"Mus musculus secreted frizzled-related protein 4 (Sfrp4), mRNA."RefSeq 5.095708 3.766472 2.512696 1242

TC1000002036.mm.1Slc16a10 NM_001114332"Mus musculus solute carrier family 16 (monocarboxylic acid transporters), member 10 (Slc16a10), transcript variant 1, mRNA."RefSeq 5.654632 4.325491 2.51253 1243

TC1100001063.mm.1Rtn4rl1 NM_177708"Mus musculus reticulon 4 receptor-like 1 (Rtn4rl1), mRNA."RefSeq 6.241754 4.915729 2.507109 1244

TC1700002549.mm.1Fez2 NM_001285949"fasciculation and elongation protein zeta 2 (zygin II) (Fez2), transcript variant 4, mRNA."RefSeq 7.7505 9.076433 -2.50695 1245

TC0400003386.mm.1Ptprf NM_011213"Mus musculus protein tyrosine phosphatase, receptor type, F (Ptprf), mRNA."RefSeq 6.334694 5.00911 2.506343 1246

TC0800000343.mm.1Zfp703 NM_001110508"Mus musculus zinc finger protein 703 (Zfp703), transcript variant 2, mRNA."RefSeq 7.465322 6.141486 2.503308 1247

TC0200000781.mm.1Acvr2a NM_007396"Mus musculus activin receptor IIA (Acvr2a), mRNA."RefSeq 6.287195 7.610991 -2.50324 1248

TC0900000204.mm.1Ldlr NM_010700"Mus musculus low density lipoprotein receptor (Ldlr), transcript variant 1, mRNA."RefSeq 7.519634 6.195896 2.503138 1249

TC0700004665.mm.1Vkorc1 NM_178600"Mus musculus vitamin K epoxide reductase complex, subunit 1 (Vkorc1), mRNA."RefSeq 9.64973 8.327067 2.501274 1250

TC0200004114.mm.11110051M20RikNM_175123"Mus musculus RIKEN cDNA 1110051M20 gene (1110051M20Rik), transcript variant 2, mRNA."RefSeq 5.357374 4.034951 2.500858 1251

TC4_JH584293_random00000003.mm.1CR974586.5ENSMUST00000115904cdna:novel scaffold:GRCm38:JH584293.1:103128:104629:1 gene:ENSMUSG00000096506 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 7.137424 5.815993 2.499139 1252

TC0600000850.mm.1Ggcx NM_019802"Mus musculus gamma-glutamyl carboxylase (Ggcx), mRNA."RefSeq 8.769258 7.449622 2.496031 1253

TC1100004265.mm.1Igtp NM_018738"Mus musculus interferon gamma induced GTPase (Igtp), mRNA."RefSeq 7.245449 8.562299 -2.49122 1254

TC1000002943.mm.1Slc35e3 NM_029875"Mus musculus solute carrier family 35, member E3 (Slc35e3), mRNA."RefSeq 7.213276 5.897471 2.489412 1255

TC0100001859.mm.1Slc30a1 NM_009579"Mus musculus solute carrier family 30 (zinc transporter), member 1 (Slc30a1), mRNA."RefSeq 6.781169 8.09685 -2.4892 1256

TC0900002113.mm.1Sorl1 NM_011436"Mus musculus sortilin-related receptor, LDLR class A repeats-containing (Sorl1), mRNA."RefSeq 5.667287 4.3521 2.488346 1257

TC1200000775.mm.1Rgs6 NM_015812"Mus musculus regulator of G-protein signaling 6 (Rgs6), mRNA."RefSeq 6.060283 4.745337 2.48793 1258

TC1600001556.mm.1Parp14 NM_001039530"Mus musculus poly (ADP-ribose) polymerase family, member 14 (Parp14), mRNA."RefSeq 7.122589 8.436976 -2.48697 1259

TC1000000479.mm.1Pln NM_001141927"Mus musculus phospholamban (Pln), transcript variant 1, mRNA."RefSeq 6.717557 8.029895 -2.48344 1260

TC1800001181.mm.1Tmem173 NM_028261"Mus musculus transmembrane protein 173 (Tmem173), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 7.144464 8.456651 -2.48318 1261

TC1600002039.mm.1Tiam1 NM_001145887"Mus musculus T cell lymphoma invasion and metastasis 1 (Tiam1), transcript variant 3, mRNA."RefSeq 6.030474 4.719602 2.480914 1262

TC0400004208.mm.1Mup7 NM_001134675"Mus musculus major urinary protein 7 (Mup7), mRNA."RefSeq 5.203318 3.893007 2.47995 1263

TC1000001490.mm.1Wif1 NM_011915"Mus musculus Wnt inhibitory factor 1 (Wif1), mRNA."RefSeq 6.274677 4.964427 2.479845 1264

TC1100003303.mm.1Nlk NM_008702"Mus musculus nemo like kinase (Nlk), mRNA."RefSeq 6.501705 7.81142 -2.47893 1265

TC0400001938.mm.1Casz1 NM_027195"Mus musculus castor zinc finger 1 (Casz1), transcript variant 2, mRNA."RefSeq 5.619552 6.928034 -2.47681 1266

TC1100000785.mm.1Grap NM_027817"Mus musculus GRB2-related adaptor protein (Grap), mRNA."RefSeq 6.484347 7.792716 -2.47661 1267

TC0700003771.mm.1Capn5 NM_007602"Mus musculus calpain 5 (Capn5), mRNA."RefSeq 7.042232 5.734022 2.476341 1268



TC0100000659.mm.1Gmppa NM_133708"Mus musculus GDP-mannose pyrophosphorylase A (Gmppa), mRNA."RefSeq 7.971966 6.664798 2.474553 1269

TC1200001549.mm.1Rnf144a NM_080563"Mus musculus ring finger protein 144A (Rnf144a), transcript variant 2, mRNA."RefSeq 7.098525 8.404927 -2.47324 1270

TC1900001388.mm.1Asah2 NM_018830"Mus musculus N-acylsphingosine amidohydrolase 2 (Asah2), mRNA."RefSeq 6.675326 7.981274 -2.47246 1271

TC0200003146.mm.1Dpp7 NM_031843"Mus musculus dipeptidylpeptidase 7 (Dpp7), mRNA."RefSeq 6.715485 5.410227 2.471279 1272

TC1700002162.mm.1Vegfa NM_001110268"Mus musculus vascular endothelial growth factor A (Vegfa), transcript variant 6, mRNA."RefSeq 8.171797 6.866972 2.470538 1273

TC0100000766.mm.1Sp100 NM_013673"Mus musculus nuclear antigen Sp100 (Sp100), mRNA."RefSeq 7.573253 8.877803 -2.47007 1274

TC1300001173.mm.1Adamts6 NM_001081020"Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 6 (Adamts6), mRNA."RefSeq 5.93883 4.634394 2.469872 1275

TC1200002082.mm.1Ltbp2 NM_013589"Mus musculus latent transforming growth factor beta binding protein 2 (Ltbp2), mRNA."RefSeq 6.687672 5.383905 2.468726 1276

TC1000001755.mm.1Utrn NM_011682"Mus musculus utrophin (Utrn), mRNA."RefSeq 8.202138 9.504841 -2.46691 1277

TC0X00002453.mm.1G6pdx NM_008062"Mus musculus glucose-6-phosphate dehydrogenase X-linked (G6pdx), mRNA."RefSeq 8.382437 7.079802 2.46679 1278

TC1900000797.mm.1Casp7 NM_007611"Mus musculus caspase 7 (Casp7), mRNA."RefSeq 6.40384 7.70617 -2.46627 1279

TC0500002896.mm.1Gbp11 NM_001039647"Mus musculus guanylate binding protein 11 (Gbp11), mRNA."RefSeq 7.027078 8.329292 -2.46607 1280

TC1200001770.mm.1Ralgapa1 NM_001112714"Mus musculus Ral GTPase activating protein, alpha subunit 1 (Ralgapa1), transcript variant 1, mRNA."RefSeq 7.67013 8.972285 -2.46597 1281

TC0700000243.mm.1Pnmal2 NM_001099636"Mus musculus PNMA-like 2 (Pnmal2), mRNA."RefSeq 5.542528 4.241733 2.463646 1282

TC1900000531.mm.1Hhex NM_008245"Mus musculus hematopoietically expressed homeobox (Hhex), mRNA."RefSeq 4.390415 5.690851 -2.46303 1283

TC0400003633.mm.1Nkain1 NM_025998"Mus musculus Na+/K+ transporting ATPase interacting 1 (Nkain1), mRNA."RefSeq 6.071475 4.77131 2.46257 1284

TC0300002219.mm.1Gucy1b3 NM_017469"Mus musculus guanylate cyclase 1, soluble, beta 3 (Gucy1b3), transcript variant 1, mRNA."RefSeq 7.938119 6.638063 2.462384 1285

TC0300000647.mm.1Sfrp2 NM_009144"Mus musculus secreted frizzled-related protein 2 (Sfrp2), mRNA."RefSeq 7.012663 5.713011 2.461695 1286

TC0500003729.mm.1Gbp8 NM_029509"Mus musculus guanylate-binding protein 8 (Gbp8), mRNA."RefSeq 5.891966 7.191434 -2.46138 1287

TC0100002887.mm.1Rnf152 NM_001160368"Mus musculus ring finger protein 152 (Rnf152), transcript variant 2, mRNA."RefSeq 4.455218 5.754499 -2.46106 1288

TC1800000884.mm.1Zadh2 NM_146090"Mus musculus zinc binding alcohol dehydrogenase, domain containing 2 (Zadh2), mRNA."RefSeq 7.100507 5.801521 2.460559 1289

TC0X00001674.mm.1Fancb NM_175027"Mus musculus Fanconi anemia, complementation group B (Fancb), transcript variant 2, mRNA."RefSeq 3.953697 5.25195 -2.45931 1290

TC1900001144.mm.1Stx3 NM_011502"Mus musculus syntaxin 3 (Stx3), transcript variant C, mRNA."RefSeq 6.220345 7.518405 -2.45898 1291

TC0900002680.mm.1Tmod2 NM_001038710"Mus musculus tropomodulin 2 (Tmod2), transcript variant 1, mRNA."RefSeq 6.38246 5.084482 2.45884 1292

TC1000002497.mm.1Adamtsl5 NM_001113548"Mus musculus ADAMTS-like 5 (Adamtsl5), transcript variant 1, mRNA."RefSeq 6.749619 5.451931 2.458346 1293

TC1700001178.mm.1Crim1 NM_015800"Mus musculus cysteine rich transmembrane BMP regulator 1 (chordin like) (Crim1), mRNA."RefSeq 7.743125 9.040258 -2.4574 1294

TC1300001522.mm.1Epdr1 NM_134065"Mus musculus ependymin related protein 1 (zebrafish) (Epdr1), mRNA."RefSeq 5.764578 4.467551 2.45722 1295

TC0200002032.mm.1Cds2 NM_138651"Mus musculus CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 2 (Cds2), mRNA."RefSeq 8.093665 9.389254 -2.45477 1296

TC0X00002154.mm.1Smarca1 NM_053123"Mus musculus SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 1 (Smarca1), mRNA."RefSeq 4.555386 3.261653 2.451616 1297

TC0300001446.mm.1Gbp3 NM_001289492"guanylate binding protein 3 (Gbp3), transcript variant 1, mRNA."RefSeq 6.747841 8.040803 -2.45031 1298

TC0600003017.mm.1Adipor2 NM_197985"Mus musculus adiponectin receptor 2 (Adipor2), mRNA."RefSeq 6.597518 7.889972 -2.44944 1299

TC1600000031.mm.1Glis2 NM_031184"Mus musculus GLIS family zinc finger 2 (Glis2), mRNA."RefSeq 7.833236 6.541195 2.448742 1300

TC0700000038.mm.1Brsk1 NM_001168572"Mus musculus BR serine/threonine kinase 1 (Brsk1), transcript variant 2, mRNA."RefSeq 6.308505 5.0167 2.448342 1301

TC0400002505.mm.1Ccl19 NM_011888"Mus musculus chemokine (C-C motif) ligand 19 (Ccl19), mRNA."RefSeq 5.713768 4.422644 2.447186 1302

TC0300001549.mm.1Slc44a5 NM_001081263"Mus musculus solute carrier family 44, member 5 (Slc44a5), mRNA."RefSeq 3.331209 4.62206 -2.44672 1303

TC0X00001766.mm.1Clcn5 NM_016691"Mus musculus chloride channel 5 (Clcn5), transcript variant 1, mRNA."RefSeq 6.201264 4.91069 2.446254 1304

TC1500001606.mm.1Fam84b NM_001162926"Mus musculus family with sequence similarity 84, member B (Fam84b), mRNA."RefSeq 6.17912 7.46839 -2.44404 1305

TC1400002103.mm.1Ripk3 NM_001164107"Mus musculus receptor-interacting serine-threonine kinase 3 (Ripk3), transcript variant 2, mRNA."RefSeq 5.962218 7.251438 -2.44396 1306

TC0900003335.mm.1Uba7 NM_023738"Mus musculus ubiquitin-like modifier activating enzyme 7 (Uba7), mRNA."RefSeq 6.622426 7.911015 -2.44289 1307

TC0900000544.mm.1Bace1 NM_011792"Mus musculus beta-site APP cleaving enzyme 1 (Bace1), transcript variant 1, mRNA."RefSeq 7.129157 5.84075 2.442582 1308

TC1300000087.mm.1Nid1 NM_010917"Mus musculus nidogen 1 (Nid1), mRNA."RefSeq 11.18226 9.894317 2.4418 1309

TC0700004519.mm.1Sigirr NM_023059"Mus musculus single immunoglobulin and toll-interleukin 1 receptor (TIR) domain (Sigirr), mRNA."RefSeq 5.55439 6.842003 -2.44124 1310

TC0500003027.mm.12900026A02RikNM_172884"Mus musculus RIKEN cDNA 2900026A02 gene (2900026A02Rik), mRNA."RefSeq 6.566119 7.852392 -2.43897 1311

TC1000002385.mm.1Gstt2 NM_010361"Mus musculus glutathione S-transferase, theta 2 (Gstt2), mRNA."RefSeq 5.999972 7.285566 -2.43782 1312

TC0800001221.mm.1Fam65a NM_001081241"Mus musculus family with sequence similarity 65, member A (Fam65a), mRNA."RefSeq 7.878545 9.16395 -2.43751 1313

TC1300002341.mm.1Arsk NM_029847"Mus musculus arylsulfatase K (Arsk), mRNA."RefSeq 7.357827 6.072738 2.436971 1314

TC0300002188.mm.1Rapgef2 NM_001099624"Mus musculus Rap guanine nucleotide exchange factor (GEF) 2 (Rapgef2), mRNA."RefSeq 7.76812 9.053007 -2.43663 1315



TC1500001033.mm.1Dip2b NM_001159361"Mus musculus DIP2 disco-interacting protein 2 homolog B (Drosophila) (Dip2b), transcript variant 1, mRNA."RefSeq 6.58672 7.871362 -2.43622 1316

TC0800002497.mm.1Arhgap10 NM_030113"Mus musculus Rho GTPase activating protein 10 (Arhgap10), mRNA."RefSeq 8.102784 6.818738 2.43521 1317

TC1200002359.mm.1Wars NM_001164488"Mus musculus tryptophanyl-tRNA synthetase (Wars), transcript variant 3, mRNA."RefSeq 6.897447 8.180729 -2.43392 1318

TC0600001787.mm.1Samd9l NM_010156"Mus musculus sterile alpha motif domain containing 9-like (Samd9l), mRNA."RefSeq 6.325247 7.607596 -2.43235 1319

TC1000000817.mm.1Fstl3 NM_031380"Mus musculus follistatin-like 3 (Fstl3), mRNA."RefSeq 7.597317 6.315152 2.432037 1320

TC0700002477.mm.1Fosb NM_008036"Mus musculus FBJ osteosarcoma oncogene B (Fosb), mRNA."RefSeq 10.93843 9.657574 2.429831 1321

TC0500001779.mm.1Cdk8 NM_153599"Mus musculus cyclin-dependent kinase 8 (Cdk8), mRNA."RefSeq 8.015238 6.735016 2.428763 1322

TC0700000586.mm.1Lgi4 NM_144556"Mus musculus leucine-rich repeat LGI family, member 4 (Lgi4), mRNA."RefSeq 5.960921 4.680924 2.428385 1323

TC0700001520.mm.1Trim34a NM_030684"Mus musculus tripartite motif-containing 34A (Trim34a), mRNA."RefSeq 5.928802 7.207612 -2.42639 1324

TC1000000711.mm.1Adora2a NM_009630"Mus musculus adenosine A2a receptor (Adora2a), mRNA."RefSeq 7.196293 8.474473 -2.42533 1325

TC0500002183.mm.1Fndc4 NM_022424"Mus musculus fibronectin type III domain containing 4 (Fndc4), mRNA."RefSeq 6.415595 5.137578 2.425054 1326

TC0600000007.mm.1Gng11 NM_025331"Mus musculus guanine nucleotide binding protein (G protein), gamma 11 (Gng11), mRNA."RefSeq 6.528447 7.806021 -2.42431 1327

TC1100001012.mm.1Camkk1 NM_018883"Mus musculus calcium/calmodulin-dependent protein kinase kinase 1, alpha (Camkk1), mRNA."RefSeq 6.339598 5.064899 2.419483 1328

TC0400002481.mm.1Gm12407 XM_001473508"PREDICTED: Mus musculus predicted gene 12407 (Gm12407), mRNA."RefSeq 6.66445 5.390167 2.418786 1329

TC1300002013.mm.1Nfil3 NM_017373"Mus musculus nuclear factor, interleukin 3, regulated (Nfil3), mRNA."RefSeq 7.251984 5.978446 2.417537 1330

TC0700002497.mm.1Apoe NM_009696"Mus musculus apolipoprotein E (Apoe), mRNA."RefSeq 9.221473 7.948366 2.416815 1331

TC1100000427.mm.1C1qtnf2 NM_026979"Mus musculus C1q and tumor necrosis factor related protein 2 (C1qtnf2), mRNA."RefSeq 7.447407 6.174836 2.415917 1332

TC0400003717.mm.1Rps6ka1 NM_009097"Mus musculus ribosomal protein S6 kinase polypeptide 1 (Rps6ka1), mRNA."RefSeq 5.549266 6.821544 -2.41543 1333

TC0200005013.mm.1Samhd1 NM_018851"Mus musculus SAM domain and HD domain, 1 (Samhd1), transcript variant 1, mRNA."RefSeq 7.789358 9.061212 -2.41472 1334

TC0800000916.mm.1Tbc1d9 NM_001111304"Mus musculus TBC1 domain family, member 9 (Tbc1d9), transcript variant 1, mRNA."RefSeq 5.537296 6.80909 -2.41462 1335

TC1700002164.mm.1Rsph9 NM_029338"Mus musculus radial spoke head 9 homolog (Chlamydomonas) (Rsph9), mRNA."RefSeq 5.236346 3.964805 2.414193 1336

TC1600000529.mm.1Hcls1 NM_008225"Mus musculus hematopoietic cell specific Lyn substrate 1 (Hcls1), mRNA."RefSeq 5.544351 6.815632 -2.41376 1337

TC0400001517.mm.1Sync NM_023485"Mus musculus syncoilin (Sync), mRNA."RefSeq 6.966336 5.695961 2.412243 1338

TC1300001997.mm.1Shc3 BC105645 "Mus musculus src homology 2 domain-containing transforming protein C3, mRNA (cDNA clone MGC:124162 IMAGE:40046303), complete cds."GenBank 5.972814 4.702817 2.411611 1339

TC0900001846.mm.1Col5a3 NM_016919"Mus musculus collagen, type V, alpha 3 (Col5a3), mRNA."RefSeq 7.277997 6.008014 2.411587 1340

TC1700000584.mm.1Adamts10 NM_172619"Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 10 (Adamts10), transcript variant 1, mRNA."RefSeq 8.768578 7.498612 2.411559 1341

TC0600000124.mm.1Tes NM_207176"Mus musculus testis derived transcript (Tes), mRNA."RefSeq 4.63594 5.903529 -2.40759 1342

TC0600001679.mm.1Golt1b NM_025872"Mus musculus golgi transport 1 homolog B (S. cerevisiae) (Golt1b), mRNA."RefSeq 7.115557 5.849432 2.405147 1343

TC0X00002648.mm.1Maged1 NM_019791"Mus musculus melanoma antigen, family D, 1 (Maged1), mRNA."RefSeq 8.165205 6.89982 2.403914 1344

TC0300003135.mm.1Ptgfr NM_008966"Mus musculus prostaglandin F receptor (Ptgfr), mRNA."RefSeq 5.533327 4.268311 2.403299 1345

TC0200004130.mm.1Dgkz NM_138306"Mus musculus diacylglycerol kinase zeta (Dgkz), transcript variant 2, mRNA."RefSeq 6.346216 7.608784 -2.39922 1346

TC1000000877.mm.1Gadd45b NM_008655"Mus musculus growth arrest and DNA-damage-inducible 45 beta (Gadd45b), mRNA."RefSeq 10.39201 9.130435 2.397567 1347

TC1700000528.mm.1Abcg1 NM_009593"Mus musculus ATP-binding cassette, sub-family G (WHITE), member 1 (Abcg1), mRNA."RefSeq 5.972426 7.233227 -2.39629 1348

TC0600001917.mm.1Tspan12 NM_173007"Mus musculus tetraspanin 12 (Tspan12), mRNA."RefSeq 8.096897 9.356417 -2.39416 1349

TC0100000079.mm.1Gm9947 ENSMUST00000067599cdna:known chromosome:GRCm38:1:14755454:14758373:1 gene:ENSMUSG00000054493 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.775096 4.516186 2.393149 1350

TC0400000644.mm.1Musk NM_001165996"Mus musculus muscle, skeletal, receptor tyrosine kinase (Musk), transcript variant 6, mRNA."RefSeq 5.113082 3.854621 2.392404 1351

TC0300000210.mm.1Skil NM_001271772"Mus musculus SKI-like (Skil), transcript variant 3, mRNA."RefSeq 8.937152 7.679591 2.390912 1352

TC1100000608.mm.18-Sep NM_033144"Mus musculus septin 8 (Sept8), transcript variant 1, mRNA."RefSeq 9.262613 8.006674 2.388225 1353

TC1800001048.mm.1B4galt6 NM_019737"Mus musculus UDP-Gal:betaGlcNAc beta 1,4-galactosyltransferase, polypeptide 6 (B4galt6), mRNA."RefSeq 5.925739 4.671356 2.385651 1354

TC1300002725.mm.1Parp8 NM_001081009"Mus musculus poly (ADP-ribose) polymerase family, member 8 (Parp8), mRNA."RefSeq 7.32057 6.06634 2.385398 1355

TC0500003063.mm.1Trpv4 NM_022017"Mus musculus transient receptor potential cation channel, subfamily V, member 4 (Trpv4), mRNA."RefSeq 5.596396 6.850122 -2.38457 1356

TC1100000989.mm.1Xaf1 NM_001037713"Mus musculus XIAP associated factor 1 (Xaf1), mRNA."RefSeq 6.877385 8.12749 -2.37859 1357

TC0600000340.mm.1Tmem140 NM_197986"Mus musculus transmembrane protein 140 (Tmem140), mRNA."RefSeq 6.932846 8.180504 -2.37456 1358

TC0400000442.mm.1Rgp1 NM_172866"Mus musculus RGP1 retrograde golgi transport homolog (S. cerevisiae) (Rgp1), mRNA."RefSeq 6.746569 7.991957 -2.37082 1359

TC1500001339.mm.1Tspyl5 NM_001085421"Mus musculus testis-specific protein, Y-encoded-like 5 (Tspyl5), mRNA."RefSeq 5.706477 4.461161 2.370705 1360

TC0300002938.mm.1Ccdc109b NM_025779"Mus musculus coiled-coil domain containing 109B (Ccdc109b), mRNA."RefSeq 6.811631 5.566874 2.369786 1361

TC0400000133.mm.1Tmem64 NM_181401"Mus musculus transmembrane protein 64 (Tmem64), mRNA."RefSeq 9.413402 8.169379 2.368581 1362



TC0700004207.mm.1Igsf6 NM_030691"Mus musculus immunoglobulin superfamily, member 6 (Igsf6), mRNA."RefSeq 3.788611 5.031582 -2.36685 1363

TC1700002564.mm.1Cdc42ep3 NM_026514"Mus musculus CDC42 effector protein (Rho GTPase binding) 3 (Cdc42ep3), mRNA."RefSeq 7.072666 8.314095 -2.36433 1364

TC1900000497.mm.1Fas NM_001146708"Mus musculus Fas (TNF receptor superfamily member 6) (Fas), transcript variant 2, mRNA."RefSeq 8.056128 9.297508 -2.36425 1365

TC0400004170.mm.1Agrn NM_021604"Mus musculus agrin (Agrn), mRNA."RefSeq 7.080744 8.322124 -2.36425 1366

TC0800002404.mm.1Pik3r2 NM_008841"Mus musculus phosphatidylinositol 3-kinase, regulatory subunit, polypeptide 2 (p85 beta) (Pik3r2), mRNA."RefSeq 7.197357 5.956282 2.363746 1367

TC0800001037.mm.1Nod2 NM_145857"Mus musculus nucleotide-binding oligomerization domain containing 2 (Nod2), mRNA."RefSeq 5.20995 6.450907 -2.36355 1368

TC0500003066.mm.1Git2 NM_001077360"Mus musculus G protein-coupled receptor kinase-interactor 2 (Git2), transcript variant 3, mRNA."RefSeq 7.995013 9.235535 -2.36284 1369

TC0200005404.mm.1Cables2 NM_145851"Mus musculus CDK5 and Abl enzyme substrate 2 (Cables2), mRNA."RefSeq 6.853976 8.094033 -2.36208 1370

TC0X00000061.mm.1Prickle3 NM_175097"Mus musculus prickle homolog 3 (Drosophila) (Prickle3), mRNA."RefSeq 5.551685 6.79126 -2.36129 1371

TC1300000623.mm.1Sfxn1 NM_027324"Mus musculus sideroflexin 1 (Sfxn1), mRNA."RefSeq 7.609111 6.369682 2.361051 1372

TC1400001412.mm.1Gm8356 ENSMUST00000163636cdna:putative chromosome:GRCm38:14:6528612:6537290:-1 gene:ENSMUSG00000090627 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 2.994242 4.232598 -2.3593 1373

TC4_GL456350_random00000010.mm.1Gm13298 NM_001085530"Mus musculus predicted gene 13298 (Gm13298), mRNA."RefSeq 5.143829 3.90607 2.358319 1374

TC1600001262.mm.1Fgd4 NM_139232"Mus musculus FYVE, RhoGEF and PH domain containing 4 (Fgd4), transcript variant alpha, mRNA."RefSeq 4.991451 3.75577 2.354925 1375

TC1300002140.mm.14930486L24RikNM_178098"Mus musculus RIKEN cDNA 4930486L24 gene (4930486L24Rik), mRNA."RefSeq 4.13889 5.374385 -2.35462 1376

TC1600000192.mm.1Cebpd NM_007679"Mus musculus CCAAT/enhancer binding protein (C/EBP), delta (Cebpd), mRNA."RefSeq 8.674793 7.4402 2.35315 1377

TC0X00000426.mm.1Xpnpep2 NM_133213"Mus musculus X-prolyl aminopeptidase (aminopeptidase P) 2, membrane-bound (Xpnpep2), transcript variant 1, mRNA."RefSeq 5.000725 3.767183 2.351436 1378

TC1900000427.mm.1Ppapdc2 NM_028922"Mus musculus phosphatidic acid phosphatase type 2 domain containing 2 (Ppapdc2), mRNA."RefSeq 7.201284 8.433776 -2.34973 1379

TC0500001432.mm.1Hip1r NM_145070"Mus musculus huntingtin interacting protein 1 related (Hip1r), mRNA."RefSeq 6.274159 7.506544 -2.34955 1380

TC1100003049.mm.1Atp1b2 NM_013415"Mus musculus ATPase, Na+/K+ transporting, beta 2 polypeptide (Atp1b2), mRNA."RefSeq 5.303436 6.535366 -2.34881 1381

TC0700000857.mm.1Mamstr NM_172418"Mus musculus MEF2 activating motif and SAP domain containing transcriptional regulator (Mamstr), mRNA."RefSeq 4.942075 6.17305 -2.34726 1382

TC0300001249.mm.1Pde5a NM_153422"Mus musculus phosphodiesterase 5A, cGMP-specific (Pde5a), mRNA."RefSeq 6.920806 5.689862 2.347205 1383

TC1100002679.mm.1Zfp354c NM_013922"Mus musculus zinc finger protein 354C (Zfp354c), mRNA."RefSeq 6.011364 4.780456 2.347147 1384

TC1600000150.mm.1Mkl2 NM_001122667"Mus musculus MKL/myocardin-like 2 (Mkl2), transcript variant 3, mRNA."RefSeq 7.348723 8.579053 -2.34621 1385

TC0600001087.mm.1Tmem43 NM_028766"Mus musculus transmembrane protein 43 (Tmem43), mRNA."RefSeq 9.08627 7.856486 2.345319 1386

TC4_JH584294_random00000010.mm.1Ccl27a ENSMUST00000177565cdna:known scaffold:GRCm38:JH584294.1:138344:144557:-1 gene:ENSMUSG00000096237 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 5.605183 4.376069 2.34423 1387

TC0100003742.mm.1C130074G19RikNM_178692"Mus musculus RIKEN cDNA C130074G19 gene (C130074G19Rik), mRNA."RefSeq 6.136804 7.362029 -2.33792 1388

TC0700003420.mm.1Tjp1 NM_001163574"Mus musculus tight junction protein 1 (Tjp1), transcript variant 2, mRNA."RefSeq 9.085101 10.30935 -2.33633 1389

TC1800001397.mm.1Smim3 NM_134133"Mus musculus small integral membrane protein 3 (Smim3), mRNA."RefSeq 4.245658 3.022013 2.33536 1390

TC0200001221.mm.1Ypel4 NM_001005342"Mus musculus yippee-like 4 (Drosophila) (Ypel4), mRNA."RefSeq 5.783365 4.560949 2.333371 1391

TC0900000370.mm.1Siae NM_011734"Mus musculus sialic acid acetylesterase (Siae), mRNA."RefSeq 7.510366 6.28802 2.333258 1392

TC0100000131.mm.1Efhc1 NM_027974"Mus musculus EF-hand domain (C-terminal) containing 1 (Efhc1), mRNA."RefSeq 5.577577 4.355259 2.333213 1393

TC0400001934.mm.1Srm NM_009272"Mus musculus spermidine synthase (Srm), mRNA."RefSeq 7.769358 6.548517 2.330826 1394

TC0200004913.mm.1Bcl2l1 NM_001289739"BCL2-like 1 (Bcl2l1), transcript variant 4, mRNA."RefSeq 6.964299 8.185114 -2.33078 1395

TC0600003613.mm.1Klra3 NM_010648"Mus musculus killer cell lectin-like receptor, subfamily A, member 3 (Klra3), mRNA."RefSeq 2.924376 4.145166 -2.33074 1396

TC1700000829.mm.1Tnfrsf21 NM_178589"Mus musculus tumor necrosis factor receptor superfamily, member 21 (Tnfrsf21), mRNA."RefSeq 6.212345 7.43164 -2.32833 1397

TC0800001594.mm.1Nrp1 NM_008737"Mus musculus neuropilin 1 (Nrp1), mRNA."RefSeq 8.748312 9.967377 -2.32796 1398

TC0100000055.mm.1Prex2 NM_029525"Mus musculus phosphatidylinositol-3,4,5-trisphosphate-dependent Rac exchange factor 2 (Prex2), transcript variant 1, mRNA."RefSeq 8.662829 9.879662 -2.32436 1399

TC0300002374.mm.1S100a1 NM_011309"Mus musculus S100 calcium binding protein A1 (S100a1), mRNA."RefSeq 6.770702 7.985109 -2.32045 1400

TC1000000246.mm.1Ptprk NM_008983"Mus musculus protein tyrosine phosphatase, receptor type, K (Ptprk), mRNA."RefSeq 6.251615 7.464157 -2.31746 1401

TC1000001735.mm.1Samd5 NM_177271"Mus musculus sterile alpha motif domain containing 5 (Samd5), mRNA."RefSeq 6.422439 7.634311 -2.31638 1402

TC0900002817.mm.1Tmed3 NM_025360"Mus musculus transmembrane emp24 domain containing 3 (Tmed3), mRNA."RefSeq 8.078104 6.866989 2.315165 1403

TC1600001150.mm.1Rogdi NM_133185"Mus musculus rogdi homolog (Drosophila) (Rogdi), mRNA."RefSeq 7.751616 6.541962 2.312822 1404

TC1700001221.mm.1Tmem178 NM_026516"Mus musculus transmembrane protein 178 (Tmem178), mRNA."RefSeq 4.613744 5.821186 -2.30928 1405

TC0300001104.mm.1Dram2 NM_001286987"DNA-damage regulated autophagy modulator 2 (Dram2), transcript variant 4, mRNA."RefSeq 7.295412 8.502377 -2.30852 1406

TC0400001869.mm.1Gm13242 NM_001103158"Mus musculus predicted gene 13242 (Gm13242), mRNA."RefSeq 5.007406 6.214079 -2.30805 1407

TC1800000672.mm.1Malt1 NM_172833"Mus musculus mucosa associated lymphoid tissue lymphoma translocation gene 1 (Malt1), mRNA."RefSeq 5.374588 6.580519 -2.30686 1408

TC1300002715.mm.1Itga2 NM_008396"Mus musculus integrin alpha 2 (Itga2), mRNA."RefSeq 5.808413 4.603058 2.30594 1409



TC0400001922.mm.1Nppa NM_008725"Mus musculus natriuretic peptide type A (Nppa), mRNA."RefSeq 7.092792 8.297563 -2.30501 1410

TC0200002589.mm.1Snai1 NM_011427"Mus musculus snail homolog 1 (Drosophila) (Snai1), mRNA."RefSeq 7.970755 6.76746 2.30265 1411

TC0800000096.mm.1Arhgef7 NM_001113517"Mus musculus Rho guanine nucleotide exchange factor (GEF7) (Arhgef7), transcript variant 1, mRNA."RefSeq 6.885703 8.088003 -2.30106 1412

TC0200001874.mm.1Slc24a5 NM_175034"Mus musculus solute carrier family 24, member 5 (Slc24a5), mRNA."RefSeq 4.915307 3.713213 2.300734 1413

TC1100001969.mm.1Tmc8 NM_001195090"Mus musculus transmembrane channel-like gene family 8 (Tmc8), transcript variant D, mRNA."RefSeq 6.077552 7.279358 -2.30027 1414

TC1400001054.mm.1Lcp1 NM_001247984"Mus musculus lymphocyte cytosolic protein 1 (Lcp1), transcript variant 1, mRNA."RefSeq 4.470256 5.671695 -2.29969 1415

TC0700004595.mm.1Osbpl5 NM_001199227"Mus musculus oxysterol binding protein-like 5 (Osbpl5), transcript variant 2, mRNA."RefSeq 7.537524 6.336798 2.298553 1416

TC0400002709.mm.1Tmem245 NM_175518"Mus musculus transmembrane protein 245 (Tmem245), mRNA."RefSeq 6.685148 7.885631 -2.29817 1417

TC0100003736.mm.1Hlx NM_008250"Mus musculus H2.0-like homeobox (Hlx), mRNA."RefSeq 7.244944 8.445283 -2.29794 1418

TC1200002242.mm.1Fbln5 NM_011812"Mus musculus fibulin 5 (Fbln5), mRNA."RefSeq 9.914247 8.714026 2.297749 1419

TC0400002011.mm.1Plekhg5 NM_001004156"Mus musculus pleckstrin homology domain containing, family G (with RhoGef domain) member 5 (Plekhg5), mRNA."RefSeq 6.890876 8.090922 -2.29747 1420

TC0900002779.mm.1Pgm3 NM_028352"Mus musculus phosphoglucomutase 3 (Pgm3), transcript variant 1, mRNA."RefSeq 6.273497 5.073763 2.296973 1421

TC0500000305.mm.1Emilin1 NM_133918"Mus musculus elastin microfibril interfacer 1 (Emilin1), mRNA."RefSeq 7.115514 5.916496 2.295833 1422

TC1700001143.mm.1Clip4 NM_175378"Mus musculus CAP-GLY domain containing linker protein family, member 4 (Clip4), transcript variant 2, mRNA."RefSeq 5.877274 4.678371 2.29565 1423

TC0400004213.mm.1LOC100861909XM_003688784"PREDICTED: major urinary protein 2-like, transcript variant 2 (LOC100861909), mRNA."MGI/Jackson Lab4.599165 3.400623 2.295076 1424

TC0800001119.mm.1Cx3cl1 NM_009142"Mus musculus chemokine (C-X3-C motif) ligand 1 (Cx3cl1), mRNA."RefSeq 6.067828 7.266289 -2.29495 1425

TC0200002759.mm.1Fam217b NM_001081289"Mus musculus family with sequence similarity 217, member B (Fam217b), mRNA."RefSeq 5.034005 6.231612 -2.29359 1426

TC1600000397.mm.1Fam43a NM_177632"Mus musculus family with sequence similarity 43, member A (Fam43a), mRNA."RefSeq 6.41475 7.611995 -2.29301 1427

TC0X00002187.mm.1Frmd7 NM_001190332"Mus musculus FERM domain containing 7 (Frmd7), mRNA."RefSeq 4.258809 3.061643 2.292888 1428

TC0200004369.mm.1Actc1 NM_009608"Mus musculus actin, alpha, cardiac muscle 1 (Actc1), mRNA."RefSeq 7.866118 9.062849 -2.2922 1429

TC0500003619.mm.1Lnx2 NM_080795"Mus musculus ligand of numb-protein X 2 (Lnx2), mRNA."RefSeq 7.856975 9.053331 -2.2916 1430

TC0100000948.mm.1Gal3st2 NM_199366"Mus musculus galactose-3-O-sulfotransferase 2 (Gal3st2), mRNA."RefSeq 6.306142 5.109917 2.291393 1431

TC0500003373.mm.1Clip2 NM_009990"Mus musculus CAP-GLY domain containing linker protein 2 (Clip2), transcript variant 1, mRNA."RefSeq 8.362016 7.165924 2.291182 1432

TC1600000571.mm.1Lsamp NM_175548"Mus musculus limbic system-associated membrane protein (Lsamp), mRNA."RefSeq 5.307939 4.112145 2.290709 1433

TC0X00000396.mm.1Xiap NM_009688"Mus musculus X-linked inhibitor of apoptosis (Xiap), mRNA."RefSeq 6.209655 7.405411 -2.29065 1434

TC1600001667.mm.1Phldb2 NM_001252442"Mus musculus pleckstrin homology-like domain, family B, member 2 (Phldb2), transcript variant 1, mRNA."RefSeq 6.025744 7.221499 -2.29065 1435

TC1100003817.mm.1Dusp3 NM_028207"Mus musculus dual specificity phosphatase 3 (vaccinia virus phosphatase VH1-related) (Dusp3), mRNA."RefSeq 8.680418 9.876037 -2.29043 1436

TC1900000188.mm.1Fads1 NM_146094"Mus musculus fatty acid desaturase 1 (Fads1), mRNA."RefSeq 8.697194 7.502481 2.288993 1437

TC0200002193.mm.1Sstr4 NM_009219"Mus musculus somatostatin receptor 4 (Sstr4), mRNA."RefSeq 5.375456 6.570037 -2.28878 1438

TC1600001742.mm.1Nfkbiz NM_001159394"Mus musculus nuclear factor of kappa light polypeptide gene enhancer in B cells inhibitor, zeta (Nfkbiz), transcript variant 2, mRNA."RefSeq 9.324924 8.131687 2.286652 1439

TC1800001005.mm.1Zfp521 NM_145492"Mus musculus zinc finger protein 521 (Zfp521), mRNA."RefSeq 7.719044 6.526894 2.28493 1440

TC0800001481.mm.1Zfpm1 NM_009569"Mus musculus zinc finger protein, multitype 1 (Zfpm1), mRNA."RefSeq 6.422899 7.613419 -2.28235 1441

TC1000001207.mm.1Dusp6 NM_026268"Mus musculus dual specificity phosphatase 6 (Dusp6), mRNA."RefSeq 8.043615 9.234014 -2.28216 1442

TC0800000659.mm.1Ddx60 NM_001081215"Mus musculus DEAD (Asp-Glu-Ala-Asp) box polypeptide 60 (Ddx60), mRNA."RefSeq 4.800434 5.989964 -2.28078 1443

TC1000001284.mm.1Csrp2 NM_007792"Mus musculus cysteine and glycine-rich protein 2 (Csrp2), mRNA."RefSeq 8.581775 7.392893 2.27976 1444

TC1300002606.mm.1Rgs7bp NM_029879"Mus musculus regulator of G-protein signalling 7 binding protein (Rgs7bp), mRNA."RefSeq 3.738624 4.92715 -2.2792 1445

TC1200002088.mm.1Rps6kl1 NM_146244"Mus musculus ribosomal protein S6 kinase-like 1 (Rps6kl1), mRNA."RefSeq 5.521488 6.709129 -2.2778 1446

TC1100002457.mm.1Stc2 NM_011491"Mus musculus stanniocalcin 2 (Stc2), mRNA."RefSeq 5.668674 4.481357 2.277288 1447

TC0100003805.mm.1Nenf NM_025424"Mus musculus neuron derived neurotrophic factor (Nenf), mRNA."RefSeq 7.648054 6.460771 2.277235 1448

TC0600001286.mm.1Cand2 NM_025958"Mus musculus cullin-associated and neddylation-dissociated 2 (putative) (Cand2), mRNA."RefSeq 6.130764 4.944063 2.276316 1449

TC0600000768.mm.1Prdm5 NM_027547"Mus musculus PR domain containing 5 (Prdm5), mRNA."RefSeq 6.790976 5.604559 2.275868 1450

TC0100000428.mm.1Aox3 NM_023617"Mus musculus aldehyde oxidase 3 (Aox3), mRNA."RefSeq 4.621847 3.43581 2.275269 1451

TC0900001042.mm.1Elovl5 NM_134255"Mus musculus ELOVL family member 5, elongation of long chain fatty acids (yeast) (Elovl5), mRNA."RefSeq 8.945828 10.13184 -2.27522 1452

TC0500002254.mm.1Sorcs2 NM_030889"Mus musculus sortilin-related VPS10 domain containing receptor 2 (Sorcs2), mRNA."RefSeq 6.097905 4.912236 2.274689 1453

TC1_GL456212_random00000008.mm.1AC168977.2ENSMUST00000179715cdna:novel scaffold:GRCm38:GL456212.1:31967:34932:-1 gene:ENSMUSG00000094915 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 6.573976 7.758988 -2.27365 1454

TC0400000580.mm.1Slc44a1 NM_001159633"Mus musculus solute carrier family 44, member 1 (Slc44a1), transcript variant 2, mRNA."RefSeq 8.988366 7.804139 2.272416 1455

TC1300002304.mm.1Nkd2 NM_028186"Mus musculus naked cuticle 2 homolog (Drosophila) (Nkd2), mRNA."RefSeq 6.356297 5.17249 2.271755 1456



TC0300000807.mm.1S100a4 NM_011311"Mus musculus S100 calcium binding protein A4 (S100a4), mRNA."RefSeq 4.890469 3.70714 2.271002 1457

TC1700001693.mm.1Itfg3 NM_001206335"Mus musculus integrin alpha FG-GAP repeat containing 3 (Itfg3), transcript variant 1, mRNA."RefSeq 7.661242 6.478537 2.27002 1458

TC0600001802.mm.1Sgce NM_001130190"Mus musculus sarcoglycan, epsilon (Sgce), transcript variant 3, mRNA."RefSeq 7.607545 6.425487 2.269002 1459

TC0600001203.mm.1Bhlhe40 NM_011498"Mus musculus basic helix-loop-helix family, member e40 (Bhlhe40), mRNA."RefSeq 9.782181 8.600747 2.268021 1460

TC0200005136.mm.1Pltp NM_011125"Mus musculus phospholipid transfer protein (Pltp), mRNA."RefSeq 8.968475 10.14934 -2.26713 1461

TC0900001365.mm.1Cish NM_009895"Mus musculus cytokine inducible SH2-containing protein (Cish), mRNA."RefSeq 5.710273 6.891112 -2.26709 1462

TC0600003159.mm.1Kcna5 NM_145983"Mus musculus potassium voltage-gated channel, shaker-related subfamily, member 5 (Kcna5), mRNA."RefSeq 8.24204 9.422665 -2.26675 1463

TC0200002453.mm.1Plcg1 NM_021280"Mus musculus phospholipase C, gamma 1 (Plcg1), mRNA."RefSeq 7.792182 8.972701 -2.26658 1464

TC0300003208.mm.1Fgf2 NM_008006"Mus musculus fibroblast growth factor 2 (Fgf2), mRNA."RefSeq 7.024185 5.843978 2.266093 1465

TC1200001926.mm.1Gm11042 ENSMUST00000110441cdna:known chromosome:GRCm38:12:74315110:74316394:-1 gene:ENSMUSG00000079061 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 8.59415 9.772411 -2.26304 1466

TC1300001052.mm.1Arsb NM_009712"Mus musculus arylsulfatase B (Arsb), mRNA."RefSeq 7.918929 6.741445 2.26182 1467

TC0600000277.mm.1Mest NM_001252293"Mus musculus mesoderm specific transcript (Mest), transcript variant 3, mRNA."RefSeq 6.519059 7.695949 -2.26089 1468

TC1300001140.mm.1Ccdc125 NM_001168386"Mus musculus coiled-coil domain containing 125 (Ccdc125), transcript variant B, mRNA."RefSeq 3.932861 5.109542 -2.26056 1469

TC0400003733.mm.1Grrp1 NM_001099296"Mus musculus glycine/arginine rich protein 1 (Grrp1), mRNA."RefSeq 5.683291 6.859803 -2.2603 1470

TC0400001679.mm.1Asap3 NM_001008232"Mus musculus ArfGAP with SH3 domain, ankyrin repeat and PH domain 3 (Asap3), mRNA."RefSeq 6.600296 5.424323 2.259452 1471

TC0700000006.mm.1Prkcg NM_011102"Mus musculus protein kinase C, gamma (Prkcg), mRNA."RefSeq 6.355897 7.530499 -2.25731 1472

TC1_GL456211_random00000030.mm.1AC133103.3ENSMUST00000178645cdna:known scaffold:GRCm38:GL456211.1:226405:229375:-1 gene:ENSMUSG00000094514 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 7.857897 9.032456 -2.25724 1473

TC0200001913.mm.1Dusp2 NM_010090"Mus musculus dual specificity phosphatase 2 (Dusp2), mRNA."RefSeq 5.206481 6.380996 -2.25717 1474

TC1200002237.mm.1Ccdc88c NM_026681"Mus musculus coiled-coil domain containing 88C (Ccdc88c), mRNA."RefSeq 6.370117 7.54403 -2.25623 1475

TC0X00001367.mm.1Mum1l1 NM_175541"Mus musculus melanoma associated antigen (mutated) 1-like 1 (Mum1l1), transcript variant 5, mRNA."RefSeq 5.115633 3.942209 2.255464 1476

TC1200000145.mm.1Hpcal1 NM_016677"Mus musculus hippocalcin-like 1 (Hpcal1), mRNA."RefSeq 7.789056 8.962287 -2.25516 1477

TC1700001652.mm.1Tmem204 NM_001001183"Mus musculus transmembrane protein 204 (Tmem204), mRNA."RefSeq 8.644845 9.816621 -2.25289 1478

TC1400000018.mm.1Gm3115 XM_001475976"PREDICTED: Mus musculus predicted gene 3115, transcript variant 1 (Gm3115), mRNA."RefSeq 3.722682 4.893548 -2.25147 1479

TC1100002269.mm.1Meis1 NM_010789"Mus musculus Meis homeobox 1 (Meis1), transcript variant A, mRNA."RefSeq 6.881946 5.711111 2.25142 1480

TC1600001582.mm.1Slc15a2 NM_021301"Mus musculus solute carrier family 15 (H+/peptide transporter), member 2 (Slc15a2), transcript variant 1, mRNA."RefSeq 4.608465 5.779023 -2.25099 1481

TC0500002346.mm.1Lcorl NM_178142"Mus musculus ligand dependent nuclear receptor corepressor-like (Lcorl), transcript variant 3, mRNA."RefSeq 4.895682 6.065652 -2.25007 1482

TC1300000919.mm.1Glrx NM_053108"Mus musculus glutaredoxin (Glrx), mRNA."RefSeq 6.218147 5.048378 2.249757 1483

TC1400001407.mm.1Gm3476 XM_001477101"PREDICTED: Mus musculus predicted gene 3476, transcript variant 1 (Gm3476), mRNA."RefSeq 3.487108 4.65644 -2.24908 1484

TC0X00002983.mm.1Tspan6 NM_019656"Mus musculus tetraspanin 6 (Tspan6), mRNA."RefSeq 6.890209 8.059238 -2.2486 1485

TC1100000041.mm.1Lif NM_008501"Mus musculus leukemia inhibitory factor (Lif), transcript variant 1, mRNA."RefSeq 5.847987 4.680534 2.246148 1486

TC1400002430.mm.1Slc25a30 NM_026232"Mus musculus solute carrier family 25, member 30 (Slc25a30), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 6.452289 7.618468 -2.24417 1487

TC0200005186.mm.1B4galt5 NM_019835"Mus musculus UDP-Gal:betaGlcNAc beta 1,4-galactosyltransferase, polypeptide 5 (B4galt5), mRNA."RefSeq 7.802956 6.637499 2.243043 1488

TC0700000856.mm.1Izumo1 NM_001018013"Mus musculus izumo sperm-egg fusion 1 (Izumo1), mRNA."RefSeq 5.864618 7.029793 -2.2426 1489

TC1200002493.mm.1Wdr60 NM_146039"Mus musculus WD repeat domain 60 (Wdr60), mRNA."RefSeq 5.332755 4.16806 2.241858 1490

TC0600001347.mm.1Il17ra NM_008359"Mus musculus interleukin 17 receptor A (Il17ra), mRNA."RefSeq 6.14787 4.983347 2.241591 1491

TC0100003830.mm.1Sertad4 NM_001177794"Mus musculus SERTA domain containing 4 (Sertad4), transcript variant 2, mRNA."RefSeq 6.361762 5.198421 2.239755 1492

TC0200000523.mm.1Pkn3 NM_153805"Mus musculus protein kinase N3 (Pkn3), mRNA."RefSeq 5.981704 7.14335 -2.23713 1493

TC0600000362.mm.1Trim24 NM_145076"Mus musculus tripartite motif-containing 24 (Trim24), transcript variant 1, mRNA."RefSeq 7.118287 8.279476 -2.23642 1494

TC0300000767.mm.1Kcnn3 NM_080466"Mus musculus potassium intermediate/small conductance calcium-activated channel, subfamily N, member 3 (Kcnn3), mRNA."RefSeq 5.934191 4.773115 2.236242 1495

TC1500001729.mm.1Ly6c1 NM_001252056"Mus musculus lymphocyte antigen 6 complex, locus C1 (Ly6c1), transcript variant 3, mRNA."RefSeq 9.555896 10.71656 -2.2356 1496

TC0100001218.mm.1Fmod NM_021355"Mus musculus fibromodulin (Fmod), mRNA."RefSeq 5.702973 4.542805 2.234835 1497

TC0100001257.mm.1Tnnt2 NM_001130174"Mus musculus troponin T2, cardiac (Tnnt2), transcript variant 1, mRNA."RefSeq 8.02472 9.184774 -2.23466 1498

TC0300000172.mm.1Tnik NM_001163009"Mus musculus TRAF2 and NCK interacting kinase (Tnik), transcript variant 4, mRNA."RefSeq 5.282575 4.123033 2.233865 1499

TC0200000549.mm.1Ncs1 NM_019681"Mus musculus neuronal calcium sensor 1 (Ncs1), mRNA."RefSeq 5.75269 4.593149 2.233863 1500

TC0400000450.mm.1Hrct1 NM_027511"Mus musculus histidine rich carboxyl terminus 1 (Hrct1), mRNA."RefSeq 5.35191 6.511236 -2.23353 1501

TC1100001236.mm.1Slfn5 NM_183201"Mus musculus schlafen 5 (Slfn5), mRNA."RefSeq 7.73274 8.891819 -2.23315 1502

TC1700000344.mm.1Pkd1 NM_013630"Mus musculus polycystic kidney disease 1 homolog (Pkd1), mRNA."RefSeq 9.217723 8.059082 2.23247 1503



TC0800001245.mm.1Slc7a6 NM_178798"Mus musculus solute carrier family 7 (cationic amino acid transporter, y+ system), member 6 (Slc7a6), mRNA."RefSeq 6.8883 5.729997 2.231947 1504

TC1600001054.mm.1Ripply3 NM_133229"Mus musculus ripply3 homolog (zebrafish) (Ripply3), mRNA."RefSeq 6.379127 7.53664 -2.23073 1505

TC0100000743.mm.1Gm7609 NM_001081746"Mus musculus predicted pseudogene 7609 (Gm7609), mRNA."RefSeq 5.573126 6.729508 -2.22898 1506

TC1500000045.mm.1Lifr NM_001113386"Mus musculus leukemia inhibitory factor receptor (Lifr), transcript variant 2, mRNA."RefSeq 7.353636 8.509974 -2.22891 1507

TC0300002371.mm.1Npr1 NM_008727"Mus musculus natriuretic peptide receptor 1 (Npr1), mRNA."RefSeq 7.443117 8.599374 -2.22878 1508

TC1800001307.mm.1Cdo1 NM_033037"Mus musculus cysteine dioxygenase 1, cytosolic (Cdo1), mRNA."RefSeq 6.195483 5.039861 2.227804 1509

TC0300002348.mm.1Adam15 NM_009614"Mus musculus a disintegrin and metallopeptidase domain 15 (metargidin) (Adam15), transcript variant 2, mRNA."RefSeq 7.688684 8.844066 -2.22743 1510

TSUnmapped00000046.mm.1Egr3 NM_001289925"early growth response 3 (Egr3), transcript variant 2, mRNA."RefSeq 7.869931 6.715191 2.226442 1511

TC0600002480.mm.1Atoh8 NM_153778"Mus musculus atonal homolog 8 (Drosophila) (Atoh8), mRNA."RefSeq 6.706395 7.860481 -2.22543 1512

TC1100002697.mm.1N4bp3 NM_145974"Mus musculus NEDD4 binding protein 3 (N4bp3), mRNA."RefSeq 6.175387 7.329399 -2.22532 1513

TC0Y00000225.mm.1Gm21742 ENSMUST00000178550cdna:novel chromosome:GRCm38:Y:90843934:90844074:1 gene:ENSMUSG00000095326 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 6.712704 5.560092 2.22316 1514

TC0100002649.mm.1Fam124b NM_173425"Mus musculus family with sequence similarity 124, member B (Fam124b), mRNA."RefSeq 4.62269 5.774182 -2.22144 1515

TC0900001170.mm.1Plscr1 NM_011636"Mus musculus phospholipid scramblase 1 (Plscr1), mRNA."RefSeq 5.747345 6.898801 -2.22138 1516

TC1200000671.mm.1Syne2 NM_001005510"Mus musculus spectrin repeat containing, nuclear envelope 2 (Syne2), mRNA."RefSeq 7.6206 8.7713 -2.22022 1517

TC0400002962.mm.1Bnc2 NM_172870"Mus musculus basonuclin 2 (Bnc2), mRNA."RefSeq 5.492606 4.343922 2.217116 1518

TC0500002895.mm.1Gbp10 NM_001039646"Mus musculus guanylate-binding protein 10 (Gbp10), mRNA."RefSeq 8.09579 9.243785 -2.21606 1519

TC1800000590.mm.1Isoc1 NM_025478"Mus musculus isochorismatase domain containing 1 (Isoc1), mRNA."RefSeq 8.010553 6.862993 2.215389 1520

TC0400002489.mm.1Gm21104 XM_003688789"PREDICTED: Mus musculus c-C motif chemokine 19-like (LOC100861647), mRNA."RefSeq 6.551867 5.404628 2.214896 1521

TC1100003007.mm.1Usp43 NM_173754"Mus musculus ubiquitin specific peptidase 43 (Usp43), mRNA."RefSeq 4.869444 6.016554 -2.2147 1522

TC0100000323.mm.1Nck2 NM_010879"Mus musculus non-catalytic region of tyrosine kinase adaptor protein 2 (Nck2), mRNA."RefSeq 6.213351 7.360272 -2.21441 1523

TC0200000647.mm.1Mrrf NM_026422"Mus musculus mitochondrial ribosome recycling factor (Mrrf), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 6.685396 7.83213 -2.21412 1524

TC1400002855.mm.1Gm10338 XM_001478071"PREDICTED: Mus musculus predicted gene 10338, transcript variant 1 (Gm10338), mRNA."RefSeq 4.277037 5.423387 -2.21353 1525

TC0600003500.mm.1Gimap1 NM_175860"Mus musculus GTPase, IMAP family member 1 (Gimap1), transcript variant 2, mRNA."RefSeq 6.084218 7.229131 -2.21133 1526

TC0400002768.mm.1Mup1 NM_031188"Mus musculus major urinary protein 1 (Mup1), transcript variant 2, mRNA."RefSeq 4.545643 3.401546 2.210078 1527

TC0X00002242.mm.1Cxx1b NM_001018063"Mus musculus CAAX box 1B (Cxx1b), mRNA."RefSeq 8.662363 9.804616 -2.20726 1528

TC0600002089.mm.1Creb3l2 NM_178661"Mus musculus cAMP responsive element binding protein 3-like 2 (Creb3l2), mRNA."RefSeq 8.780525 7.638365 2.207112 1529

TC0300000266.mm.1D3Ertd254eNM_001101478"Mus musculus DNA segment, Chr 3, ERATO Doi 254, expressed (D3Ertd254e), mRNA."RefSeq 6.457323 5.315452 2.20667 1530

TC0200002550.mm.1Eya2 NM_001271963"Mus musculus eyes absent 2 homolog (Drosophila) (Eya2), transcript variant 3, mRNA."RefSeq 5.515134 4.373318 2.206586 1531

TC1000000160.mm.1Ahi1 NM_026203"Mus musculus Abelson helper integration site 1 (Ahi1), transcript variant 1, mRNA."RefSeq 5.644892 4.50446 2.20447 1532

TC0800002314.mm.1Klhl2 NM_178633"Mus musculus kelch-like 2, Mayven (Klhl2), mRNA."RefSeq 5.755192 6.895004 -2.20352 1533

TC1200002224.mm.1Ttc7b NM_001033213"Mus musculus tetratricopeptide repeat domain 7B (Ttc7b), mRNA."RefSeq 7.496512 8.635817 -2.20275 1534

TC0700002944.mm.1Zfp715 NM_027264"Mus musculus zinc finger protein 715 (Zfp715), mRNA."RefSeq 6.282503 7.421207 -2.20183 1535

TC0300001719.mm.1Naaladl2 XM_975226"PREDICTED: Mus musculus N-acetylated alpha-linked acidic dipeptidase-like 2, transcript variant 2 (Naaladl2), mRNA."RefSeq 4.321964 3.18338 2.201648 1536

TC0300000144.mm.1Tbl1xr1 NM_030732"Mus musculus transducin (beta)-like 1X-linked receptor 1 (Tbl1xr1), mRNA."RefSeq 7.020445 5.881872 2.201631 1537

TC1400001420.mm.1Gm6676 XM_891048"PREDICTED: Mus musculus predicted gene 6676, transcript variant 2 (Gm6676), mRNA."RefSeq 3.659801 4.796979 -2.1995 1538

TC1400001421.mm.1Gm16434 XM_001477839"PREDICTED: Mus musculus predicted gene 16434, transcript variant 1 (Gm16434), mRNA."RefSeq 3.659801 4.796979 -2.1995 1538

TC1500002183.mm.1Rnd1 NM_172612"Mus musculus Rho family GTPase 1 (Rnd1), mRNA."RefSeq 5.204126 6.341184 -2.19932 1540

TC0400003670.mm.1Phactr4 NM_175306"Mus musculus phosphatase and actin regulator 4 (Phactr4), transcript variant 1, mRNA."RefSeq 7.074549 8.210757 -2.19803 1541

TC0300003223.mm.1Pmp2 NM_001030305"Mus musculus peripheral myelin protein 2 (Pmp2), mRNA."RefSeq 4.142549 5.278655 -2.19787 1542

TC0600000242.mm.1Smo NM_176996"Mus musculus smoothened homolog (Drosophila) (Smo), mRNA."RefSeq 8.365202 7.229233 2.197661 1543

TC0600003503.mm.1Herc6 NM_025992"Mus musculus hect domain and RLD 6 (Herc6), mRNA."RefSeq 6.000573 7.135513 -2.19609 1544

TC0900002942.mm.1Pccb NM_025835"Mus musculus propionyl Coenzyme A carboxylase, beta polypeptide (Pccb), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 6.907513 5.772968 2.195493 1545

TC1400000038.mm.14930555G01RikNM_175393"Mus musculus RIKEN cDNA 4930555G01 gene (4930555G01Rik), mRNA."RefSeq 3.286694 4.420897 -2.19497 1546

TC0800000621.mm.1Hpgd NM_008278"Mus musculus hydroxyprostaglandin dehydrogenase 15 (NAD) (Hpgd), mRNA."RefSeq 5.579693 4.445615 2.194783 1547

TC0300001023.mm.1Casq2 NM_009814"Mus musculus calsequestrin 2 (Casq2), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 4.842378 5.976335 -2.1946 1548

TC0800000538.mm.1Acsl1 NM_007981"Mus musculus acyl-CoA synthetase long-chain family member 1 (Acsl1), mRNA."RefSeq 6.1842 7.31776 -2.194 1549

TC1800000076.mm.1Greb1l NM_001083628"Mus musculus growth regulation by estrogen in breast cancer-like (Greb1l), mRNA."RefSeq 5.116733 3.983175 2.193992 1550



TC1100003815.mm.1Meox1 NM_010791"Mus musculus mesenchyme homeobox 1 (Meox1), mRNA."RefSeq 9.170796 8.037945 2.192917 1551

TC0600001514.mm.1Tom1 ENSMUST00000036712cdna:known chromosome:GRCm38:6:128644838:128647096:1 gene:ENSMUSG00000037827 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 8.361251 7.229287 2.191569 1552

TC1800001280.mm.1Mcc NM_001085374"Mus musculus mutated in colorectal cancers (Mcc), transcript variant 2, mRNA."RefSeq 8.205627 9.337268 -2.19108 1553

TC1300000273.mm.1Cmah NM_001111110"Mus musculus cytidine monophospho-N-acetylneuraminic acid hydroxylase (Cmah), transcript variant 2, mRNA."RefSeq 4.994335 3.862958 2.190677 1554

TC0600002024.mm.1Plxna4 NM_175750"Mus musculus plexin A4 (Plxna4), mRNA."RefSeq 6.077346 7.207878 -2.1894 1555

TC0300001046.mm.1Dennd2c NM_177857"Mus musculus DENN/MADD domain containing 2C (Dennd2c), mRNA."RefSeq 4.481266 5.611744 -2.18931 1556

TC1100000106.mm.1Ramp3 NM_019511"Mus musculus receptor (calcitonin) activity modifying protein 3 (Ramp3), mRNA."RefSeq 5.982512 7.112273 -2.18823 1557

TC0900002287.mm.1Gm684 NM_001195681"Mus musculus predicted gene 684 (Gm684), mRNA."RefSeq 5.613452 4.483953 2.187828 1558

TC0600000656.mm.1Mturn NM_001289741"maturin, neural progenitor differentiation regulator homolog (Xenopus) (Mturn), transcript variant 2, mRNA."RefSeq 7.804153 6.674714 2.187737 1559

TC0200001266.mm.1Olfr1034 NM_001011872"Mus musculus olfactory receptor 1034 (Olfr1034), mRNA."RefSeq 3.796163 2.66723 2.186969 1560

TC1700001289.mm.1Prkce NM_011104"Mus musculus protein kinase C, epsilon (Prkce), mRNA."RefSeq 5.9588 7.086988 -2.18584 1561

TC0900000927.mm.1Myo1e NM_181072"Mus musculus myosin IE (Myo1e), mRNA."RefSeq 7.484465 8.61265 -2.18584 1562

TC1100001133.mm.1Myo18a NM_011586"Mus musculus myosin XVIIIA (Myo18a), mRNA."RefSeq 6.439057 7.566993 -2.18546 1563

TC1500001690.mm.1Ptk2 NM_007982"Mus musculus PTK2 protein tyrosine kinase 2 (Ptk2), transcript variant 1, mRNA."RefSeq 7.547124 8.6748 -2.18507 1564

TC0500001221.mm.1Acacb NM_133904"Mus musculus acetyl-Coenzyme A carboxylase beta (Acacb), mRNA."RefSeq 6.424433 7.550462 -2.18257 1565

TC1400001413.mm.1Gm3460 XM_001476781"PREDICTED: Mus musculus predicted gene 3460 (Gm3460), mRNA."RefSeq 4.214041 5.339897 -2.18231 1566

TC0400001790.mm.1Hspb7 NM_013868"Mus musculus heat shock protein family, member 7 (cardiovascular) (Hspb7), mRNA."RefSeq 6.630716 7.756101 -2.1816 1567

TC0500003441.mm.1Trip6 NM_011639"Mus musculus thyroid hormone receptor interactor 6 (Trip6), mRNA."RefSeq 6.900574 5.7771 2.17871 1568

TC1900001098.mm.1Dagla NM_198114"Mus musculus diacylglycerol lipase, alpha (Dagla), mRNA."RefSeq 6.945128 5.821954 2.178257 1569

TC1000000718.mm.1Ggt5 NM_011820"Mus musculus gamma-glutamyltransferase 5 (Ggt5), mRNA."RefSeq 6.478213 5.355583 2.177436 1570

TC1700000505.mm.1Pim1 BC055316 "Mus musculus proviral integration site 1, mRNA (cDNA clone MGC:64796 IMAGE:5694941), complete cds."GenBank 8.87588 7.753301 2.177359 1571

TC1400001544.mm.1Usp54 NM_030180"Mus musculus ubiquitin specific peptidase 54 (Usp54), mRNA."RefSeq 6.946322 5.824994 2.175471 1572

TC0200005472.mm.1Eng NM_001146350"Mus musculus endoglin (Eng), transcript variant 2, mRNA."RefSeq 10.48322 11.60357 -2.174 1573

TC0600002194.mm.1Rbpsuh-rs3ENSMUST00000114639cdna:known chromosome:GRCm38:6:46529351:46530922:-1 gene:ENSMUSG00000079575 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 9.261059 8.140891 2.173723 1574

TC1900001273.mm.1Tjp2 NM_001198985"Mus musculus tight junction protein 2 (Tjp2), transcript variant 1, mRNA."RefSeq 6.90738 8.027505 -2.17366 1575

TC0500000054.mm.1Abcb4 NM_008830"Mus musculus ATP-binding cassette, sub-family B (MDR/TAP), member 4 (Abcb4), mRNA."RefSeq 4.168078 5.287683 -2.17288 1576

TC0700001466.mm.1Olfr558 NM_147093"Mus musculus olfactory receptor 558 (Olfr558), mRNA."RefSeq 3.881388 4.998491 -2.16911 1577

TC1200001110.mm.1Evl NM_001163394"Mus musculus Ena-vasodilator stimulated phosphoprotein (Evl), transcript variant 1, mRNA."RefSeq 6.537953 7.654998 -2.16902 1578

TC0400002737.mm.1Lpar1 NM_172989"Mus musculus lysophosphatidic acid receptor 1 (Lpar1), transcript variant 2, mRNA."RefSeq 6.794655 5.67894 2.167024 1579

TC0400002503.mm.1Gm13305 NM_001099348"Mus musculus predicted gene 13305 (Gm13305), mRNA."RefSeq 7.318718 6.203215 2.166705 1581

TC4_JH584293_random00000001.mm.1LOC100861969ENSMUST00000179253cdna:known scaffold:GRCm38:JH584293.1:10948:16486:1 gene:ENSMUSG00000095456 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 7.318718 6.203215 2.166705 1581

TC4_JH584294_random00000006.mm.1LOC100861969ENSMUST00000179240cdna:known scaffold:GRCm38:JH584294.1:4164:9702:-1 gene:ENSMUSG00000095623 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 7.318718 6.203215 2.166705 1581

TC0700004618.mm.1Numbl NM_010950"Mus musculus numb-like (Numbl), mRNA."RefSeq 7.659587 6.544135 2.166629 1583

TC1900000443.mm.1C030046E11RikNM_001081319"Mus musculus RIKEN cDNA C030046E11 gene (C030046E11Rik), mRNA."RefSeq 7.089883 8.204711 -2.16569 1584

TC1900000117.mm.1Pygm NM_011224"Mus musculus muscle glycogen phosphorylase (Pygm), mRNA."RefSeq 7.052415 8.167199 -2.16563 1585

TC0100003505.mm.1Hsd17b7 NM_010476"Mus musculus hydroxysteroid (17-beta) dehydrogenase 7 (Hsd17b7), mRNA."RefSeq 6.349437 5.234741 2.165494 1586

TC0900001853.mm.1S1pr2 NM_010333"Mus musculus sphingosine-1-phosphate receptor 2 (S1pr2), mRNA."RefSeq 7.476228 6.362353 2.164262 1587

TC1100002207.mm.1Tns3 NM_001083587"Mus musculus tensin 3 (Tns3), mRNA."RefSeq 6.939075 5.82621 2.162747 1588

TC1100002301.mm.1Slc1a4 NM_018861"Mus musculus solute carrier family 1 (glutamate/neutral amino acid transporter), member 4 (Slc1a4), mRNA."RefSeq 5.733804 4.62113 2.162461 1589

TC1500001971.mm.1Arfgap3 NM_025445"Mus musculus ADP-ribosylation factor GTPase activating protein 3 (Arfgap3), mRNA."RefSeq 8.35957 7.247093 2.162166 1590

TC0X00001056.mm.1Magee1 NM_053201"Mus musculus melanoma antigen, family E, 1 (Magee1), mRNA."RefSeq 5.858925 4.746587 2.161957 1591

TC0900001345.mm.1Dusp7 NM_153459"Mus musculus dual specificity phosphatase 7 (Dusp7), mRNA."RefSeq 7.713251 8.824221 -2.15991 1592

TC0X00000988.mm.1Nhsl2 NM_001163610"Mus musculus NHS-like 2 (Nhsl2), mRNA."RefSeq 5.45873 6.569554 -2.15969 1593

TC0200001552.mm.1Cd59a NM_007652"Mus musculus CD59a antigen (Cd59a), transcript variant 2, mRNA."RefSeq 7.339997 8.449287 -2.15739 1594

TC0800002815.mm.1Exoc3l NM_177788"Mus musculus exocyst complex component 3-like (Exoc3l), mRNA."RefSeq 6.295562 7.404762 -2.15726 1595

TC0100001526.mm.1Creg1 NM_011804"Mus musculus cellular repressor of E1A-stimulated genes 1 (Creg1), mRNA."RefSeq 8.263545 7.155209 2.155968 1596

TC0200004133.mm.1Creb3l1 NM_011957"Mus musculus cAMP responsive element binding protein 3-like 1 (Creb3l1), mRNA."RefSeq 8.669718 7.561583 2.155668 1597



TC0100003058.mm.1Srgap2 NM_001081011"Mus musculus SLIT-ROBO Rho GTPase activating protein 2 (Srgap2), mRNA."RefSeq 7.644451 8.752531 -2.15559 1598

TC0900001155.mm.1Ctsh NM_007801"Mus musculus cathepsin H (Ctsh), mRNA."RefSeq 6.268734 5.160779 2.155399 1599

TC0100003586.mm.1Darc NM_010045"Mus musculus Duffy blood group, chemokine receptor (Darc), mRNA."RefSeq 4.810792 3.70327 2.154752 1600

TC0200003278.mm.1Ptges NM_022415"Mus musculus prostaglandin E synthase (Ptges), mRNA."RefSeq 5.969738 4.862373 2.154518 1601

TC1000001257.mm.1Ppfia2 NM_001205341"Mus musculus protein tyrosine phosphatase, receptor type, f polypeptide (PTPRF), interacting protein (liprin), alpha 2 (Ppfia2), transcript variant 1, mRNA."RefSeq 4.434027 3.327388 2.153434 1602

TC0700001374.mm.1Wnt11 NM_001285792"wingless-related MMTV integration site 11 (Wnt11), transcript variant 1, mRNA."RefSeq 6.132041 5.02575 2.152914 1603

TC0700001991.mm.1Inpp5a NM_001127363"Mus musculus inositol polyphosphate-5-phosphatase A (Inpp5a), transcript variant 1, mRNA."RefSeq 7.94751 9.052713 -2.15129 1604

TC0700000247.mm.1Ccdc8 NM_001101535"Mus musculus coiled-coil domain containing 8 (Ccdc8), mRNA."RefSeq 5.347238 4.242367 2.150796 1605

TC1100001108.mm.1Tmigd1 NM_025655"Mus musculus transmembrane and immunoglobulin domain containing 1 (Tmigd1), mRNA."RefSeq 3.625297 4.729214 -2.14938 1606

TC0500000423.mm.1Evc2 NM_145920"Mus musculus Ellis van Creveld syndrome 2 (Evc2), mRNA."RefSeq 6.594956 5.491386 2.148858 1607

TC0700000241.mm.1Gng8 NM_010320"Mus musculus guanine nucleotide binding protein (G protein), gamma 8 (Gng8), mRNA."RefSeq 5.785114 4.68289 2.146854 1608

TC0X00000515.mm.1Zfp449 NM_030139"Mus musculus zinc finger protein 449 (Zfp449), mRNA."RefSeq 7.16599 6.064039 2.146448 1609

TC0400002605.mm.1Tbc1d2 NM_198664"Mus musculus TBC1 domain family, member 2 (Tbc1d2), mRNA."RefSeq 5.474089 6.575697 -2.14594 1610

TC0X00003327.mm.1Car5b NM_181315"Mus musculus carbonic anhydrase 5b, mitochondrial (Car5b), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 5.348974 4.247455 2.145805 1611

TC1800001138.mm.1Stard4 NM_133774"Mus musculus StAR-related lipid transfer (START) domain containing 4 (Stard4), mRNA."RefSeq 5.1466 6.246384 -2.14323 1612

TC1000002472.mm.1Shc2 NM_001024539"Mus musculus SHC (Src homology 2 domain containing) transforming protein 2 (Shc2), mRNA."RefSeq 6.509821 5.41004 2.143222 1613

TC1400001418.mm.1Gm6356 ENSMUST00000166618cdna:putative chromosome:GRCm38:14:6965449:6973818:-1 gene:ENSMUSG00000091400 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 3.356132 4.455886 -2.14318 1614

TC0300002023.mm.1Tm4sf1 NM_008536"Mus musculus transmembrane 4 superfamily member 1 (Tm4sf1), mRNA."RefSeq 8.268605 9.368345 -2.14316 1615

TC1300002711.mm.1Fst NM_008046"Mus musculus follistatin (Fst), mRNA."RefSeq 5.451591 4.3533 2.141009 1616

TC1400001424.mm.1Gm3727 ENSMUST00000168458cdna:putative chromosome:GRCm38:14:7255889:7264714:-1 gene:ENSMUSG00000096183 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 4.07743 5.175554 -2.14076 1617

TC0800002739.mm.1Kifc3 NM_001145832"Mus musculus kinesin family member C3 (Kifc3), transcript variant 3, mRNA."RefSeq 7.03868 8.135958 -2.13951 1618

TC1200000432.mm.1Akap6 NM_198111"Mus musculus A kinase (PRKA) anchor protein 6 (Akap6), mRNA."RefSeq 4.035256 5.132463 -2.1394 1619

TC0200002594.mm.1Cebpb NM_009883"Mus musculus CCAAT/enhancer binding protein (C/EBP), beta (Cebpb), mRNA."RefSeq 7.977111 6.880769 2.138119 1620

TC0500003395.mm.1Hip1 NM_146001"Mus musculus huntingtin interacting protein 1 (Hip1), mRNA."RefSeq 7.657779 8.753394 -2.13704 1621

TC0900003009.mm.1Abhd14a NM_001110271"Mus musculus abhydrolase domain containing 14A (Abhd14a), transcript variant 1, mRNA."RefSeq 6.567952 5.472418 2.136922 1622

TC0700001721.mm.1Tmem159 NM_145586"Mus musculus transmembrane protein 159 (Tmem159), mRNA."RefSeq 8.22273 7.12741 2.136605 1623

TC0300002728.mm.1Gstm4 NM_026764"Mus musculus glutathione S-transferase, mu 4 (Gstm4), transcript variant 1, mRNA."RefSeq 6.655886 5.561063 2.135869 1624

TC1500001040.mm.1Mettl7a1 NM_027334"Mus musculus methyltransferase like 7A1 (Mettl7a1), mRNA."RefSeq 7.093596 5.998996 2.135539 1625

TC1200001353.mm.1Ncoa1 NM_010881"Mus musculus nuclear receptor coactivator 1 (Ncoa1), mRNA."RefSeq 8.477384 7.383048 2.135148 1626

TC0100003697.mm.1Lbr NM_133815"Mus musculus lamin B receptor (Lbr), mRNA."RefSeq 8.384622 9.478333 -2.13422 1627

TC1400001411.mm.1Gm3594 XM_001477474"PREDICTED: Mus musculus predicted gene 3594, transcript variant 1 (Gm3594), mRNA."RefSeq 3.26926 4.362074 -2.1329 1628

TC0100000706.mm.1Col4a3 NM_007734"Mus musculus collagen, type IV, alpha 3 (Col4a3), mRNA."RefSeq 6.334559 5.243029 2.130999 1629

TC1500001136.mm.1Ghr NM_001048147"Mus musculus growth hormone receptor (Ghr), transcript variant 3, mRNA."RefSeq 7.047577 5.956425 2.130441 1630

TC0X00003114.mm.1Capn6 NM_007603"Mus musculus calpain 6 (Capn6), mRNA."RefSeq 4.360125 3.269107 2.130243 1631

TC0500001338.mm.1Slc24a6 NM_133221"Mus musculus solute carrier family 24 (sodium/potassium/calcium exchanger), member 6 (Slc24a6), transcript variant 1, mRNA."RefSeq 8.342138 7.251171 2.130168 1632

TC0X00002307.mm.1Atp11c NM_001037863"Mus musculus ATPase, class VI, type 11C (Atp11c), transcript variant 1, mRNA."RefSeq 6.435974 7.525422 -2.12793 1633

TC1100001125.mm.1Git1 NM_001004144"Mus musculus G protein-coupled receptor kinase-interactor 1 (Git1), mRNA."RefSeq 8.010554 9.097749 -2.12461 1634

TC0600002592.mm.1Cyp26b1 NM_175475"Mus musculus cytochrome P450, family 26, subfamily b, polypeptide 1 (Cyp26b1), transcript variant 1, mRNA."RefSeq 5.914766 7.00083 -2.12294 1635

TC0200000228.mm.1Pter NM_008961"Mus musculus phosphotriesterase related (Pter), mRNA."RefSeq 6.21571 5.129677 2.122895 1636

TC0600002305.mm.1Tril NM_025817"Mus musculus TLR4 interactor with leucine-rich repeats (Tril), mRNA."RefSeq 7.902575 6.816602 2.122807 1637

TC0600002254.mm.14921507P07RikNM_027564"Mus musculus RIKEN cDNA 4921507P07 gene (4921507P07Rik), mRNA."RefSeq 3.784652 4.870101 -2.12204 1638

TC0100003882.mm.1Chpf NM_001001566"Mus musculus chondroitin polymerizing factor (Chpf), transcript variant 1, mRNA."RefSeq 7.074135 5.988832 2.121821 1639

TC1000000674.mm.1Slc16a9 NM_025807"Mus musculus solute carrier family 16 (monocarboxylic acid transporters), member 9 (Slc16a9), mRNA."RefSeq 5.975616 4.891322 2.120338 1640

TC0100002945.mm.1Inhbb NM_008381"Mus musculus inhibin beta-B (Inhbb), mRNA."RefSeq 7.153786 6.070048 2.119521 1641

TC1000001282.mm.1E2f7 NM_178609"Mus musculus E2F transcription factor 7 (E2f7), mRNA."RefSeq 5.188452 6.272128 -2.11943 1642

TC0200000060.mm.1Usp6nl NM_001080548"Mus musculus USP6 N-terminal like (Usp6nl), transcript variant 2, mRNA."RefSeq 6.380011 7.46343 -2.11905 1643

TC0600003232.mm.1Clec12b NM_027709"Mus musculus C-type lectin domain family 12, member B (Clec12b), transcript variant 2, mRNA."RefSeq 3.855669 4.939029 -2.11897 1644



TC0600001015.mm.1Efcc1 NM_001159697"Mus musculus EF hand and coiled-coil domain containing 1 (Efcc1), mRNA."RefSeq 6.35146 5.269958 2.116238 1645

TC0400001216.mm.1Tal1 NM_011527"Mus musculus T cell acute lymphocytic leukemia 1 (Tal1), mRNA."RefSeq 5.439274 6.520126 -2.11529 1646

TC0300002173.mm.1Golim4 NM_175193"Mus musculus golgi integral membrane protein 4 (Golim4), mRNA."RefSeq 8.167553 7.086799 2.115141 1647

TC0200005505.mm.14930402H24RikNM_029432"Mus musculus RIKEN cDNA 4930402H24 gene (4930402H24Rik), mRNA."RefSeq 7.102162 8.182419 -2.11441 1648

TC1100003300.mm.1Tmem97 NM_133706"Mus musculus transmembrane protein 97 (Tmem97), mRNA."RefSeq 6.854116 5.773943 2.11429 1649

TC0900000769.mm.1Uaca NM_028283"Mus musculus uveal autoantigen with coiled-coil domains and ankyrin repeats (Uaca), mRNA."RefSeq 7.713467 8.793513 -2.1141 1650

TC0100003155.mm.1Nr5a2 NM_001159769"Mus musculus nuclear receptor subfamily 5, group A, member 2 (Nr5a2), transcript variant 2, mRNA."RefSeq 4.309586 5.389395 -2.11376 1651

TC0400002471.mm.1Fam219a NM_001159583"Mus musculus family with sequence similarity 219, member A (Fam219a), transcript variant 1, mRNA."RefSeq 6.635143 7.714031 -2.11241 1652

TC0800001259.mm.1Sntb2 NM_009229"Mus musculus syntrophin, basic 2 (Sntb2), mRNA."RefSeq 8.981823 7.903396 2.111732 1653

TC1100003299.mm.1Tnfaip1 NM_009395"Mus musculus tumor necrosis factor, alpha-induced protein 1 (endothelial) (Tnfaip1), transcript variant 1, mRNA."RefSeq 8.275787 9.352426 -2.10912 1654

TC1700000999.mm.1Tnfaip8l1 NM_025566"Mus musculus tumor necrosis factor, alpha-induced protein 8-like 1 (Tnfaip8l1), mRNA."RefSeq 4.672668 5.748775 -2.10834 1655

TC0100000113.mm.1Crispld1 NM_031402"Mus musculus cysteine-rich secretory protein LCCL domain containing 1 (Crispld1), mRNA."RefSeq 4.925363 6.000238 -2.10654 1656

TC0300000968.mm.1Prkab2 NM_182997"Mus musculus protein kinase, AMP-activated, beta 2 non-catalytic subunit (Prkab2), mRNA."RefSeq 6.75207 5.677403 2.106236 1657

TC0500000052.mm.1Abcb1b NM_011075"Mus musculus ATP-binding cassette, sub-family B (MDR/TAP), member 1B (Abcb1b), mRNA."RefSeq 6.278296 7.35147 -2.10406 1658

TC0100002827.mm.1Kif1a NM_001110315"Mus musculus kinesin family member 1A (Kif1a), transcript variant 2, mRNA."RefSeq 6.119845 5.048279 2.101713 1659

TC1700000622.mm.1Psmb8 NM_010724"Mus musculus proteasome (prosome, macropain) subunit, beta type 8 (large multifunctional peptidase 7) (Psmb8), mRNA."RefSeq 6.114605 7.185654 -2.10096 1660

TC0800001457.mm.1Foxc2 NM_013519"Mus musculus forkhead box C2 (Foxc2), mRNA."RefSeq 5.560949 4.489923 2.100927 1661

TC1900000520.mm.1Hectd2 NM_172637"Mus musculus HECT domain containing 2 (Hectd2), transcript variant 2, mRNA."RefSeq 4.704205 3.634469 2.099049 1662

TC0500002719.mm.1Adamts3 NM_177872"Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 3 (Adamts3), transcript variant 1, mRNA."RefSeq 4.774342 3.70497 2.09852 1663

TC0100000215.mm.1Rab23 NM_008999"Mus musculus RAB23, member RAS oncogene family (Rab23), transcript variant 1, mRNA."RefSeq 6.222197 5.155693 2.094352 1664

TC1000002392.mm.1Mmp11 NM_008606"Mus musculus matrix metallopeptidase 11 (Mmp11), mRNA."RefSeq 7.089596 6.023277 2.094084 1665

TC1000000493.mm.1Gja1 NM_010288"Mus musculus gap junction protein, alpha 1 (Gja1), mRNA."RefSeq 5.241869 6.308059 -2.0939 1666

TC0600003397.mm.1Sox5 NM_011444"Mus musculus SRY-box containing gene 5 (Sox5), transcript variant 1, mRNA."RefSeq 5.391149 4.32547 2.093155 1667

TC1100002865.mm.1Rasd1 NM_009026"Mus musculus RAS, dexamethasone-induced 1 (Rasd1), mRNA."RefSeq 6.301461 7.365833 -2.09126 1668

TC1500000485.mm.1Phf20l1 NM_001081409"Mus musculus PHD finger protein 20-like 1 (Phf20l1), mRNA."RefSeq 6.933031 7.997342 -2.09117 1669

TC0500002760.mm.1Scarb2 NM_007644"Mus musculus scavenger receptor class B, member 2 (Scarb2), mRNA."RefSeq 9.155447 8.091192 2.09109 1670

TC0400002531.mm.1Gba2 NM_172692"Mus musculus glucosidase beta 2 (Gba2), mRNA."RefSeq 6.64354 7.707647 -2.09088 1671

TC0900000704.mm.1Rpp25 NM_133982"Mus musculus ribonuclease P/MRP 25 subunit (Rpp25), mRNA."RefSeq 5.012283 3.948497 2.09041 1672

TC1400000946.mm.1Stmn4 NM_019675"Mus musculus stathmin-like 4 (Stmn4), mRNA."RefSeq 5.775055 4.711383 2.090245 1673

TC0800001110.mm.1Nlrc5 NM_001033207"Mus musculus NLR family, CARD domain containing 5 (Nlrc5), mRNA."RefSeq 5.165478 6.228042 -2.08864 1674

TC1000001512.mm.1Ppm1h NM_176919"Mus musculus protein phosphatase 1H (PP2C domain containing) (Ppm1h), transcript variant 2, mRNA."RefSeq 5.426846 6.489225 -2.08837 1675

TC0700003946.mm.1Trim30d NM_001167828"Mus musculus tripartite motif-containing 30D (Trim30d), transcript variant 2, mRNA."RefSeq 5.000353 6.061938 -2.08722 1676

TC0700000658.mm.1Rhpn2 NM_027897"Mus musculus rhophilin, Rho GTPase binding protein 2 (Rhpn2), mRNA."RefSeq 5.411726 6.473295 -2.0872 1677

TC0800002431.mm.1Bst2 NM_198095"Mus musculus bone marrow stromal cell antigen 2 (Bst2), mRNA."RefSeq 7.748395 8.809635 -2.08672 1678

TC1400000271.mm.1Arhgef3 NM_001289686"Rho guanine nucleotide exchange factor (GEF) 3 (Arhgef3), transcript variant 1, mRNA."RefSeq 7.0796 8.140525 -2.08627 1679

TC0500003198.mm.1Sh2b3 NM_008507"Mus musculus SH2B adaptor protein 3 (Sh2b3), mRNA."RefSeq 7.084046 8.143286 -2.08383 1680

TC0600000229.mm.1Calu NM_007594"Mus musculus calumenin (Calu), transcript variant 1, mRNA."RefSeq 9.60749 8.5494 2.082173 1681

TC0700004585.mm.1Cdkn1c NM_009876"Mus musculus cyclin-dependent kinase inhibitor 1C (P57) (Cdkn1c), transcript variant 2, mRNA."RefSeq 7.620828 8.67862 -2.08174 1682

TC1400001408.mm.1Gm21103 XM_003688921"PREDICTED: Mus musculus uncharacterized LOC100861646, transcript variant 2 (LOC100861646), mRNA."RefSeq 4.588197 5.645607 -2.08119 1683

TC0300003067.mm.1Lmo4 NM_001161770"Mus musculus LIM domain only 4 (Lmo4), transcript variant 2, mRNA."RefSeq 7.063993 6.006856 2.080798 1684

TC0700001345.mm.1Gab2 NM_001162477"Mus musculus growth factor receptor bound protein 2-associated protein 2 (Gab2), transcript variant 2, mRNA."RefSeq 9.366676 8.309628 2.08067 1685

TC0100003264.mm.1Rgl1 NM_016846"Mus musculus ral guanine nucleotide dissociation stimulator,-like 1 (Rgl1), mRNA."RefSeq 7.757121 8.814103 -2.08058 1686

TC1900000184.mm.1Rab3il1 NM_144538"Mus musculus RAB3A interacting protein (rabin3)-like 1 (Rab3il1), mRNA."RefSeq 6.612683 5.555992 2.080155 1687

TC0700003596.mm.1Crtc3 NM_173863"Mus musculus CREB regulated transcription coactivator 3 (Crtc3), mRNA."RefSeq 8.115427 7.05877 2.080106 1688

TC1500001658.mm.1St3gal1 NM_009177"Mus musculus ST3 beta-galactoside alpha-2,3-sialyltransferase 1 (St3gal1), mRNA."RefSeq 7.06132 8.117292 -2.07912 1689

TC1400000517.mm.1Ktn1 NM_008477"Mus musculus kinectin 1 (Ktn1), mRNA."RefSeq 6.790671 7.846446 -2.07884 1690

TC1800000171.mm.1Asxl3 NM_001167777"Mus musculus additional sex combs like 3 (Drosophila) (Asxl3), mRNA."RefSeq 4.506184 5.561554 -2.07825 1691



TC0900000748.mm.1Hexa NM_010421"Mus musculus hexosaminidase A (Hexa), mRNA."RefSeq 8.479597 7.424356 2.078065 1692

TC0700001626.mm.1Swap70 NM_009302"Mus musculus SWA-70 protein (Swap70), mRNA."RefSeq 6.64426 7.699405 -2.07793 1693

TC1200000029.mm.1Itsn2 NM_001198969"Mus musculus intersectin 2 (Itsn2), transcript variant 3, mRNA."RefSeq 7.261337 8.316464 -2.0779 1694

TC0500002790.mm.1Cnot6l NM_001285511"CCR4-NOT transcription complex, subunit 6-like (Cnot6l), transcript variant 3, mRNA."RefSeq 7.097769 8.152872 -2.07787 1695

TC1400000027.mm.1Gm3047 XM_001475502"PREDICTED: Mus musculus predicted gene 3047 (Gm3047), mRNA."RefSeq 4.177483 5.23249 -2.07773 1696

TC1700000621.mm.1Tap1 NM_001161730"Mus musculus transporter 1, ATP-binding cassette, sub-family B (MDR/TAP) (Tap1), transcript variant 2, mRNA."RefSeq 6.94652 8.001261 -2.07735 1697

TC1000002657.mm.1Nr1h4 NM_001163700"Mus musculus nuclear receptor subfamily 1, group H, member 4 (Nr1h4), transcript variant 1, mRNA."RefSeq 4.60807 3.553369 2.077288 1698

TC1000003113.mm.1Gli1 NM_010296"Mus musculus GLI-Kruppel family member GLI1 (Gli1), mRNA."RefSeq 6.136025 5.082287 2.075902 1699

TC0100002690.mm.1Pid1 NM_001003948"Mus musculus phosphotyrosine interaction domain containing 1 (Pid1), mRNA."RefSeq 5.960426 4.907495 2.074741 1700

TC0700004474.mm.1Bnip3 NM_009760"Mus musculus BCL2/adenovirus E1B interacting protein 3 (Bnip3), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 5.976846 7.029181 -2.07388 1701

TC0100003302.mm.1BC034090 XM_148974"PREDICTED: Mus musculus cDNA sequence BC034090, transcript variant 1 (BC034090), mRNA."RefSeq 6.089226 5.037182 2.073465 1702

TC0200004843.mm.1Acss1 NM_080575"Mus musculus acyl-CoA synthetase short-chain family member 1 (Acss1), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 5.210782 6.262445 -2.07292 1703

TC0900002495.mm.1Rab11a NM_017382"Mus musculus RAB11a, member RAS oncogene family (Rab11a), mRNA."RefSeq 6.573387 7.624509 -2.07214 1704

TC1900000897.mm.1Gstp2 NM_181796"Mus musculus glutathione S-transferase, pi 2 (Gstp2), mRNA."RefSeq 8.436723 7.38579 2.071869 1705

TC1300001902.mm.1Dtnbp1 NM_025772"Mus musculus dystrobrevin binding protein 1 (Dtnbp1), mRNA."RefSeq 7.774178 6.724443 2.07015 1706

TC1200000282.mm.1Sypl NM_013635"Mus musculus synaptophysin-like protein (Sypl), transcript variant 1, mRNA."RefSeq 5.894206 6.943797 -2.06994 1707

TC1000002156.mm.1Gopc NM_053187"Mus musculus golgi associated PDZ and coiled-coil motif containing (Gopc), transcript variant 2, mRNA."RefSeq 6.134672 7.184239 -2.06991 1708

TC1200000951.mm.1Flrt2 NM_201518"Mus musculus fibronectin leucine rich transmembrane protein 2 (Flrt2), mRNA."RefSeq 6.555173 5.506181 2.069084 1709

TC1700000836.mm.1Cyp39a1 NM_001285947"cytochrome P450, family 39, subfamily a, polypeptide 1 (Cyp39a1), transcript variant 2, mRNA."RefSeq 6.954629 5.90597 2.068606 1710

TC0500001546.mm.1Gatsl2 NM_030719"Mus musculus GATS protein-like 2 (Gatsl2), mRNA."RefSeq 6.726394 5.679116 2.066627 1711

TC0300001185.mm.1Extl2 NM_021388"Mus musculus exostoses (multiple)-like 2 (Extl2), transcript variant 1, mRNA."RefSeq 6.386264 5.339565 2.065798 1712

TC0400001639.mm.1Stmn1 NM_019641"Mus musculus stathmin 1 (Stmn1), mRNA."RefSeq 5.224829 6.271167 -2.06528 1713

TC1000002545.mm.1S1pr4 NM_010102"Mus musculus sphingosine-1-phosphate receptor 4 (S1pr4), mRNA."RefSeq 4.239065 5.285379 -2.06525 1714

TC0200002276.mm.1Tcf15 NM_009328"Mus musculus transcription factor 15 (Tcf15), mRNA."RefSeq 8.587401 9.63304 -2.06428 1715

TC0100003806.mm.1Ppp2r5a NM_144880"Mus musculus protein phosphatase 2, regulatory subunit B (B56), alpha isoform (Ppp2r5a), mRNA."RefSeq 8.618479 9.663841 -2.06388 1716

TC1700002430.mm.1Gm10495 XM_003085140"PREDICTED: predicted gene 10495 (Gm10495), mRNA."MGI/Jackson Lab7.465958 6.420605 2.063871 1717

TC0200004383.mm.1Meis2 NM_001159569"Mus musculus Meis homeobox 2 (Meis2), transcript variant 5, mRNA."RefSeq 5.957646 4.913526 2.062108 1718

TC0700004403.mm.1Cpxm2 NM_018867"Mus musculus carboxypeptidase X 2 (M14 family) (Cpxm2), mRNA."RefSeq 5.549704 4.506263 2.061138 1719

TC0100003127.mm.1Shisa4 NM_175259"Mus musculus shisa homolog 4 (Xenopus laevis) (Shisa4), mRNA."RefSeq 5.949758 4.906454 2.060942 1720

TSUnmapped00000016.mm.1Ddit3 NM_001290183"DNA-damage inducible transcript 3 (Ddit3), transcript variant 2, mRNA."RefSeq 8.493016 7.450043 2.060469 1721

TC0200001627.mm.1Lgr4 NM_172671"Mus musculus leucine-rich repeat-containing G protein-coupled receptor 4 (Lgr4), mRNA."RefSeq 5.778538 4.736264 2.059471 1722

TC0900000051.mm.1Mmp27 NM_001030289"Mus musculus matrix metallopeptidase 27 (Mmp27), mRNA."RefSeq 4.29938 3.257379 2.059082 1723

TC0700003657.mm.1Fah NM_010176"Mus musculus fumarylacetoacetate hydrolase (Fah), mRNA."RefSeq 6.806621 5.764627 2.059072 1724

TC0X00001637.mm.1Scml2 NM_133194"Mus musculus sex comb on midleg-like 2 (Drosophila) (Scml2), mRNA."RefSeq 4.757511 3.717693 2.055968 1725

TC0X00003000.mm.1Armcx2 NM_001166397"Mus musculus armadillo repeat containing, X-linked 2 (Armcx2), transcript variant 2, mRNA."RefSeq 6.744235 5.70444 2.055935 1726

TC0900002607.mm.1Polr2m NM_001164793"Mus musculus polymerase (RNA) II (DNA directed) polypeptide M (Polr2m), transcript variant 2, mRNA."RefSeq 6.270968 7.309691 -2.05441 1727

TC0700004522.mm.1Rnh1 NM_001172101"Mus musculus ribonuclease/angiogenin inhibitor 1 (Rnh1), transcript variant 3, mRNA."RefSeq 8.01531 6.977552 2.053035 1728

TC0900002083.mm.1AW551984 NM_001199556"Mus musculus expressed sequence AW551984 (AW551984), transcript variant 1, mRNA."RefSeq 4.768387 3.731239 2.052167 1729

TC1700001755.mm.1Tead3 NM_001098226"Mus musculus TEA domain family member 3 (Tead3), transcript variant 1, mRNA."RefSeq 6.518764 5.482759 2.050542 1730

TC1200000225.mm.1Cmpk2 NM_020557"Mus musculus cytidine monophosphate (UMP-CMP) kinase 2, mitochondrial (Cmpk2), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 7.305454 8.341057 -2.04997 1731

TC0300002872.mm.1Synpo2 NM_080451"Mus musculus synaptopodin 2 (Synpo2), mRNA."RefSeq 5.590651 4.555535 2.049278 1732

TC0200003080.mm.1Arhgap21 NM_001081364"Mus musculus Rho GTPase activating protein 21 (Arhgap21), transcript variant 2, mRNA."RefSeq 8.52399 7.488936 2.04919 1733

TC0900002156.mm.1C2cd2l NM_027909"Mus musculus C2 calcium-dependent domain containing 2-like (C2cd2l), mRNA."RefSeq 6.526864 7.5619 -2.04917 1734

TC1400001519.mm.1Gm5458 NM_001024706"Mus musculus predicted gene 5458 (Gm5458), mRNA."RefSeq 4.201929 5.236316 -2.04824 1735

TC1100000641.mm.1Gm2a NM_010299"Mus musculus GM2 ganglioside activator protein (Gm2a), mRNA."RefSeq 8.831959 7.797868 2.047823 1736

TC1400002091.mm.1Psme2 NM_011190"Mus musculus proteasome (prosome, macropain) 28 subunit, beta (Psme2), transcript variant 1, mRNA."RefSeq 6.401226 7.434889 -2.04722 1737

TC0100001018.mm.1Phlpp1 NM_133821"Mus musculus PH domain and leucine rich repeat protein phosphatase 1 (Phlpp1), mRNA."RefSeq 7.341207 8.374756 -2.04705 1738



TC1000002453.mm.1Pdxk NM_172134"Mus musculus pyridoxal (pyridoxine, vitamin B6) kinase (Pdxk), mRNA."RefSeq 7.074203 6.040719 2.046962 1739

TC0700000978.mm.1Mtmr10 NM_172742"Mus musculus myotubularin related protein 10 (Mtmr10), mRNA."RefSeq 7.252339 8.285545 -2.04657 1740

TC1100000720.mm.1Wnt9a NM_139298"Mus musculus wingless-type MMTV integration site 9A (Wnt9a), mRNA."RefSeq 7.038352 6.005179 2.04652 1741

TC0500003215.mm.1Ift81 NM_009879"Mus musculus intraflagellar transport 81 (Ift81), mRNA."RefSeq 5.183239 4.150082 2.046498 1742

TC0100000524.mm.1Adam23 NM_001177600"Mus musculus a disintegrin and metallopeptidase domain 23 (Adam23), transcript variant 1, mRNA."RefSeq 4.973405 6.006258 -2.04607 1743

TC0400002449.mm.1B4galt1 NM_022305"Mus musculus UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1 (B4galt1), mRNA."RefSeq 9.270369 8.237523 2.046057 1744

TC0X00000151.mm.1Atp6ap2 NM_027439"Mus musculus ATPase, H+ transporting, lysosomal accessory protein 2 (Atp6ap2), mRNA."RefSeq 8.343122 7.31168 2.044066 1745

TC1000002814.mm.1Acss3 NM_001142804"Mus musculus acyl-CoA synthetase short-chain family member 3 (Acss3), transcript variant 1, mRNA."RefSeq 4.449963 3.418589 2.04397 1746

TC1600000225.mm.1Scarf2 NM_153790"Mus musculus scavenger receptor class F, member 2 (Scarf2), mRNA."RefSeq 7.400606 6.370385 2.042337 1747

TC0700004221.mm.1Gga2 NM_028758"Mus musculus golgi associated, gamma adaptin ear containing, ARF binding protein 2 (Gga2), mRNA."RefSeq 6.230892 5.201538 2.04111 1748

TC0800003235.mm.1Znrf1 NM_001168622"Mus musculus zinc and ring finger 1 (Znrf1), transcript variant 3, mRNA."RefSeq 6.138362 7.167684 -2.04107 1749

TC0400000391.mm.1Gm20938 XM_001481239"PREDICTED: Mus musculus protein FAM205A-like (LOC100043920), mRNA."RefSeq 4.876326 3.847079 2.040959 1750

TC0400002509.mm.1Gm12429 NM_001277167"Mus musculus predicted gene 12429 (Gm12429), mRNA."RefSeq 4.544668 3.515421 2.040959 1750

TC0X00002472.mm.1F8 NM_007977"Mus musculus coagulation factor VIII (F8), transcript variant 1, mRNA."RefSeq 3.329671 4.358363 -2.04017 1752

TC0900000496.mm.1Thy1 NM_009382"Mus musculus thymus cell antigen 1, theta (Thy1), mRNA."RefSeq 7.039593 6.011624 2.039152 1753

TC1400000019.mm.1Gm3127 XM_001476025"PREDICTED: Mus musculus predicted gene 3127, transcript variant 1 (Gm3127), mRNA."RefSeq 2.996508 4.024347 -2.03897 1754

TC0900002003.mm.1St3gal4 NM_009178"Mus musculus ST3 beta-galactoside alpha-2,3-sialyltransferase 4 (St3gal4), mRNA."RefSeq 7.896112 6.86871 2.03835 1755

TC1100002003.mm.1Rnf213 XM_001477846"PREDICTED: Mus musculus ring finger protein 213 (Rnf213), mRNA."RefSeq 8.331505 9.358506 -2.03778 1756

TC0900002936.mm.1Nck1 NM_010878"Mus musculus non-catalytic region of tyrosine kinase adaptor protein 1 (Nck1), mRNA."RefSeq 6.696242 7.722058 -2.03611 1757

TC0X00002840.mm.1Zcchc5 NM_199468"Mus musculus zinc finger, CCHC domain containing 5 (Zcchc5), mRNA."RefSeq 5.756805 4.731523 2.035357 1758

TC1300000076.mm.1Gm2399 ENSMUST00000104944cdna:known chromosome:GRCm38:13:12702362:12702589:1 gene:ENSMUSG00000078141 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 11.85571 10.8305 2.035265 1759

TC1800000638.mm.1Sh3tc2 NM_172628"Mus musculus SH3 domain and tetratricopeptide repeats 2 (Sh3tc2), mRNA."RefSeq 5.511395 6.53659 -2.03523 1760

TC1400001405.mm.1Gm3453 XM_001477032"PREDICTED: Mus musculus predicted gene 3453, transcript variant 1 (Gm3453), mRNA."RefSeq 3.158676 4.182899 -2.03386 1761

TC0900001600.mm.1Myrip NM_144557"Mus musculus myosin VIIA and Rab interacting protein (Myrip), mRNA."RefSeq 6.855976 5.832421 2.032922 1762

TC0500001179.mm.1Tpst2 NM_009419"Mus musculus protein-tyrosine sulfotransferase 2 (Tpst2), mRNA."RefSeq 6.97041 7.993832 -2.03274 1763

TC0300001247.mm.1Bcar3 NM_013867"Mus musculus breast cancer anti-estrogen resistance 3 (Bcar3), mRNA."RefSeq 5.811418 6.834578 -2.03237 1764

TC0700001321.mm.1Prcp NM_028243"Mus musculus prolylcarboxypeptidase (angiotensinase C) (Prcp), mRNA."RefSeq 7.281807 8.303874 -2.03083 1765

TC0600000849.mm.1Tmem150aNM_144916"Mus musculus transmembrane protein 150A (Tmem150a), mRNA."RefSeq 7.62244 6.600388 2.030805 1766

TC0400003681.mm.1Themis2 NM_001033308"Mus musculus thymocyte selection associated family member 2 (Themis2), mRNA."RefSeq 5.010483 6.031977 -2.03002 1767

TC1100003567.mm.1Acsf2 NM_153807"Mus musculus acyl-CoA synthetase family member 2 (Acsf2), mRNA."RefSeq 6.468034 7.489325 -2.02973 1768

TC0200000417.mm.1Abca2 NM_007379"Mus musculus ATP-binding cassette, sub-family A (ABC1), member 2 (Abca2), mRNA."RefSeq 6.985242 5.96438 2.029131 1769

TC0200004251.mm.1Prrg4 NM_178695"Mus musculus proline rich Gla (G-carboxyglutamic acid) 4 (transmembrane) (Prrg4), mRNA."RefSeq 4.980994 6.001856 -2.02913 1769

TC0100001227.mm.1Cyb5r1 NM_028057"Mus musculus cytochrome b5 reductase 1 (Cyb5r1), mRNA."RefSeq 6.519815 7.53974 -2.02781 1771

TC1100003698.mm.1Krt222 NM_172946"Mus musculus keratin 222 (Krt222), mRNA."RefSeq 4.085369 5.104961 -2.02735 1772

TC1600000346.mm.1Rtp4 NM_023386"Mus musculus receptor transporter protein 4 (Rtp4), mRNA."RefSeq 5.547175 6.566199 -2.02655 1773

TC0900002359.mm.1Snx33 NM_175483"Mus musculus sorting nexin 33 (Snx33), mRNA."RefSeq 7.51103 6.492116 2.026393 1774

TC1_GL456210_random00000003.mm.1AC125149.1ENSMUST00000111364cdna:known scaffold:GRCm38:GL456210.1:123792:124928:1 gene:ENSMUSG00000079192 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 6.950214 5.93185 2.025621 1775

TC0100000097.mm.1Rdh10 NM_133832"Mus musculus retinol dehydrogenase 10 (all-trans) (Rdh10), mRNA."RefSeq 7.103802 6.085724 2.025219 1776

TC1400000045.mm.1Gm3187 ENSMUST00000178429cdna:known chromosome:GRCm38:14:5484207:5487190:1 gene:ENSMUSG00000094578 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 4.277374 5.294687 -2.02415 1777

TC0700002417.mm.1Ehd2 NM_153068"Mus musculus EH-domain containing 2 (Ehd2), mRNA."RefSeq 9.502195 10.51922 -2.02374 1778

TC0700003593.mm.1Fes NM_010194"Mus musculus feline sarcoma oncogene (Fes), mRNA."RefSeq 6.642705 7.659548 -2.02349 1779

TC0100003422.mm.1Atp1b1 NM_009721"Mus musculus ATPase, Na+/K+ transporting, beta 1 polypeptide (Atp1b1), mRNA."RefSeq 5.477176 4.460432 2.023347 1780

TC0300000205.mm.1Gpr160 NM_001134386"Mus musculus G protein-coupled receptor 160 (Gpr160), transcript variant 3, mRNA."RefSeq 4.811287 5.827279 -2.02229 1781

TC0500000591.mm.1Tbc1d1 NM_019636"Mus musculus TBC1 domain family, member 1 (Tbc1d1), mRNA."RefSeq 6.052938 7.068873 -2.02221 1782

TC0900001070.mm.1Myo6 NM_001039546"Mus musculus myosin VI (Myo6), mRNA."RefSeq 6.933958 7.949608 -2.02181 1783

TC0700000652.mm.1Cebpa NM_001287514"CCAAT/enhancer binding protein (C/EBP), alpha (Cebpa), transcript variant 1, mRNA."RefSeq 6.696355 5.681594 2.020568 1784

TC0100000329.mm.11500015O10RikNM_024283"Mus musculus RIKEN cDNA 1500015O10 gene (1500015O10Rik), mRNA."RefSeq 5.071549 4.057018 2.020246 1785



TC0800001198.mm.1Ces2g NM_197999"Mus musculus carboxylesterase 2G (Ces2g), mRNA."RefSeq 6.112673 5.098272 2.020064 1786

TC1900001342.mm.1Plgrkt NM_026362"Mus musculus plasminogen receptor, C-terminal lysine transmembrane protein (Plgrkt), mRNA."RefSeq 6.581495 7.594861 -2.01862 1787

TC1300001911.mm.1Atxn1 NM_009124"Mus musculus ataxin 1 (Atxn1), transcript variant 2, mRNA."RefSeq 6.895549 7.908103 -2.01748 1788

TC1100000187.mm.1Spred2 NM_033523"Mus musculus sprouty-related, EVH1 domain containing 2 (Spred2), mRNA."RefSeq 7.545492 8.557294 -2.01643 1789

TC1900001227.mm.1Ostf1 NM_017375"Mus musculus osteoclast stimulating factor 1 (Ostf1), mRNA."RefSeq 6.858213 7.868991 -2.015 1790

TC0800001899.mm.1Adam5 NM_001272059"Mus musculus a disintegrin and metallopeptidase domain 5 (Adam5), transcript variant 4, mRNA."RefSeq 4.259878 3.249255 2.014781 1791

TC1800000962.mm.1Ccny NM_026484"Mus musculus cyclin Y (Ccny), mRNA."RefSeq 7.703239 8.713832 -2.01474 1792

TC1300000498.mm.1Cd83 NM_009856"Mus musculus CD83 antigen (Cd83), mRNA."RefSeq 6.549443 5.538932 2.014625 1793

TC1900000504.mm.1Ifit1 NM_008331"Mus musculus interferon-induced protein with tetratricopeptide repeats 1 (Ifit1), mRNA."RefSeq 6.369125 7.378838 -2.01351 1794

TC0X00002995.mm.1Gla NM_013463"Mus musculus galactosidase, alpha (Gla), mRNA."RefSeq 6.41407 5.404486 2.01333 1795

TC0700004358.mm.1Cox6a2 NM_009943"Mus musculus cytochrome c oxidase subunit VIa polypeptide 2 (Cox6a2), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 6.442216 7.450894 -2.01207 1796

TC0200003147.mm.1Uap1l1 NM_001033293"Mus musculus UDP-N-acteylglucosamine pyrophosphorylase 1-like 1 (Uap1l1), mRNA."RefSeq 6.661127 5.652673 2.011754 1797

TC0400001856.mm.1Dhrs3 NM_001172424"Mus musculus dehydrogenase/reductase (SDR family) member 3 (Dhrs3), transcript variant 2, mRNA."RefSeq 8.605393 9.613518 -2.0113 1798

TC1200001813.mm.1Sec23a NM_009147"Mus musculus SEC23A (S. cerevisiae) (Sec23a), mRNA."RefSeq 7.89993 6.891824 2.011269 1799

TC1200001106.mm.1Hhipl1 ENSMUST00000021685cdna:known chromosome:GRCm38:12:108306270:108328300:1 gene:ENSMUSG00000021260 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 6.053364 5.045535 2.010883 1800

TC1400000006.mm.1Gm10413 NM_029288"Mus musculus predicted gene 10413 (Gm10413), mRNA."RefSeq 4.23376 5.240903 -2.00993 1801

TC0400003741.mm.1Sepn1 NM_029100"Mus musculus selenoprotein N, 1 (Sepn1), mRNA."RefSeq 8.267408 7.260551 2.009528 1802

TC1000000171.mm.1Sgk1 NM_001161845"Mus musculus serum/glucocorticoid regulated kinase 1 (Sgk1), transcript variant 1, mRNA."RefSeq 8.111343 9.11799 -2.00924 1803

TC0400001329.mm.1Lepre1 NM_019782"Mus musculus leprecan 1 (Lepre1), transcript variant 1, mRNA."RefSeq 6.774413 5.768509 2.008201 1804

TC0100000590.mm.1Atic NM_026195"Mus musculus 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase (Atic), mRNA."RefSeq 6.466695 5.460892 2.008061 1805

TC0400000519.mm.1Tgfbr1 NM_009370"Mus musculus transforming growth factor, beta receptor I (Tgfbr1), mRNA."RefSeq 7.757529 6.752258 2.007321 1806

TC0700001922.mm.1Acadsb NM_025826"Mus musculus acyl-Coenzyme A dehydrogenase, short/branched chain (Acadsb), nuclear gene encoding mitochondrial protein, mRNA."RefSeq 7.645353 6.640441 2.006821 1807

TC1900001246.mm.1Aldh1a7 NM_011921"Mus musculus aldehyde dehydrogenase family 1, subfamily A7 (Aldh1a7), mRNA."RefSeq 4.856721 3.851982 2.00658 1808

TC0800003080.mm.1Cbfa2t3 NM_177289"Mus musculus core-binding factor, runt domain, alpha subunit 2, translocated to, 3 (human) (Cbfa2t3), transcript variant 3, mRNA."RefSeq 6.975185 7.979395 -2.00585 1809

TC0X00003191.mm.1Tspyl2 NM_029836"Mus musculus TSPY-like 2 (Tspyl2), mRNA."RefSeq 7.550243 6.546653 2.004983 1810

TC0700003778.mm.1Tsku NM_001168540"Mus musculus tsukushi (Tsku), transcript variant 2, mRNA."RefSeq 5.893929 4.890955 2.004127 1811

TC1100002131.mm.1Kremen1 NM_032396"Mus musculus kringle containing transmembrane protein 1 (Kremen1), mRNA."RefSeq 7.350108 6.347221 2.004006 1812

TC1400000071.mm.1Flnb NM_134080"Mus musculus filamin, beta (Flnb), mRNA."RefSeq 8.490359 9.492889 -2.00351 1813

TC1900000748.mm.1Add3 NM_001164099"Mus musculus adducin 3 (gamma) (Add3), transcript variant 1, mRNA."RefSeq 8.898536 7.896277 2.003134 1814

TC0500001614.mm.1Cldn15 NM_021719"Mus musculus claudin 15 (Cldn15), mRNA."RefSeq 5.563041 6.565296 -2.00313 1815

TC1000001679.mm.1Syne1 NM_022027"Mus musculus spectrin repeat containing, nuclear envelope 1 (Syne1), transcript variant 2, mRNA."RefSeq 7.813306 8.81537 -2.00286 1816

TC1700001954.mm.1Tnf NM_013693"Mus musculus tumor necrosis factor (Tnf), mRNA."RefSeq 5.550351 6.552236 -2.00262 1817

TC1_GL456210_random00000011.mm.1AC125149.2ENSMUST00000115931cdna:known scaffold:GRCm38:GL456210.1:135395:136519:-1 gene:ENSMUSG00000079794 gene_biotype:protein_coding transcript_biotype:protein_codingENSEMBL 6.745165 5.74446 2.000978 1818
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