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Figure 1. The relative expression levels of circRNAs in different cell lines. (a) gRT-PCR was used
to detect the expression level of circBIRC6 in different cell lines; (b) qRT-PCR for detecting the
circHIPK3 expression in different cell lines; (¢) qRT-PCR was used to analyze the expression level
of circASXL1 in different cell lines; (d) gRT-PCR for determining the circSMARCAS expression
in different cell lines. (ns, no significance; *P < 0.05; **P < 0.01; ***P < 0.001).



