S1 Table. The enriched 58 KEGG pathways for the yellow module.

PathwayName

#Gene

Statistics

C=1130;,0=86;E=44.62;R=1.93;rawP=6.

Metabolic pathways 86 66e-09:adiP=1.15e-06
Pathways in cancer 34 C=326;O_=34;E=12.87;R=2.64;raWP=3.1
3e-07;adjP=2.20e-05
. C=200;0=25;E=7.90;R=3.17;rawP=4.03
Focal adhesion 25 e-07:adjP=2.20e-05
Wnt signaling 21 C=150;0=21;E=5.92;R=3.55;rawP=5.12
pathway e-07;adjP=2.20e-05
ECM-receptor 14 C=85;0=14;E=3.36;R=4.17;rawP=5.84e
interaction -06;adjP=0.0001
?;'r%?;tn:‘;zgsthy " C=83;0=14;E=3.28;R=4.27;rawP=4.37¢
(HCM) -06;adjP=0.0001
Axon guidance 18 C=129;Q=18;E=5.09;R=3.53;rawP=3.42
e-06;adjP=0.0001
Phagosome 19 C=153;0=19;E=6.04;R=3.14;rawP=1.05
e-05;adjP=0.0002
Regulation of actin 23 C=213;0=23;E=8.41;R=2.73;rawP=1.38
cytoskeleton e-05;adjP=0.0003
Cell adhesion 17 C=133;0=17;E=5.25;R=3.24;rawP=2.06
molecules (CAMs) e-05;adjP=0.0004
Insulin signaling 17 C=138;0=17;E=5.45;R=3.12;rawP=3.34
pathway e-05;adjP=0.0004
MAPK signaling 6 C=268;0=26;E=10.58;R=2.46;rawP=2.6
pathway 2e-05;adjP=0.0004
. . C=73;0=12;E=2.88;R=4.16;rawP=2.73e
Adherens junction 12 -05;adjP=0.0004
Z:jts;l'az:iccess'ng " " C=165;0=19;E=6.52;R=2.92;rawP=3.08
. e-05;adjP=0.0004
reticulum
Arrhythmogenic right
ventricular 12 C=74;0=12;E=2.92;R=4.11;rawP=3.14e
cardiomyopathy -05;adjP=0.0004
(ARVC)
Dilated 13 C=90;0=13;E=3.55;R=3.66;rawP=5.25e
cardiomyopathy -05;adjP=0.0006
Small cell lung cancer | 12 C=85_;O=12;E=3.36;R=3.58;rawP=0.000
1;adjP=0.0010
Neurotrophin 15 C=127;0=15;E=5.01;R=2.99;rawP=0.00

signaling pathway

02;adjP=0.0019



http://www.kegg.jp/pathway/hsa01100+1588+32+93183+349565+4598+9060+54947+55500+2746+586+10402+253558+1040+84920+3631+1312+2182+11343+23193+2597+11227+6303+48+2271+80201+25902+84720+1638+5432+5743+55300+9380+7915+10555+126328+8821+442117+7298+113612+4537+29958+1329+4329+171568+10873+10905+84890+56894+3633+8702+26227+27090+100+2589+883+23545+6472+5742+201595+6489+64425+3156+5096+10678+7923+5558+4524+9489+11253+8630+51109+10622+847+5439+5053+199857+8613+120227+47+3099+166929+85365+498+84532+123876+3712
http://www.kegg.jp/pathway/hsa05200+1284+10928+331+6777+1387+4193+1021+2271+3908+5743+4087+8312+3688+2252+4254+3082+7473+1030+673+29119+2335+3725+5728+3320+27006+5747+6934+1956+369+4792+1288+1487+6789+54583
http://www.kegg.jp/pathway/hsa04510+1284+1793+331+3371+1289+22801+3908+2909+2534+2321+3688+60+3082+673+2335+3693+7057+3725+3696+5728+5058+1302+5747+1956+1288
http://www.kegg.jp/pathway/hsa04310+5566+23002+1387+815+6423+1454+57216+5529+4087+8312+6500+7473+10725+3725+4775+818+144165+6934+6424+5534+1487
http://www.kegg.jp/pathway/hsa04310+5566+23002+1387+815+6423+1454+57216+5529+4087+8312+6500+7473+10725+3725+4775+818+144165+6934+6424+5534+1487
http://www.kegg.jp/pathway/hsa04512+1284+3371+1289+22801+3908+1605+3688+2335+3693+7057+3696+960+1302+1288
http://www.kegg.jp/pathway/hsa04512+1284+3371+1289+22801+3908+1605+3688+2335+3693+7057+3696+960+1302+1288
http://www.kegg.jp/pathway/hsa05410+5565+22801+3908+1605+3688+60+5563+1636+3693+59283+3696+776+7171+781
http://www.kegg.jp/pathway/hsa05410+5565+22801+3908+1605+3688+60+5563+1636+3693+59283+3696+776+7171+781
http://www.kegg.jp/pathway/hsa05410+5565+22801+3908+1605+3688+60+5563+1636+3693+59283+3696+776+7171+781
http://www.kegg.jp/pathway/hsa04360+5364+9353+22854+9037+2534+3688+219699+80031+2047+10725+4775+57522+5058+23365+2041+5747+10507+5534
http://www.kegg.jp/pathway/hsa04145+821+7099+7277+23673+10376+3688+60+949+203068+9902+3693+7057+23545+3107+3117+51143+347733+9554+3111
http://www.kegg.jp/pathway/hsa04810+1793+22801+7074+2909+3688+2252+60+55970+673+2335+8874+3693+5305+3696+6548+5962+5058+27006+1730+23365+5747+1956+369
http://www.kegg.jp/pathway/hsa04810+1793+22801+7074+2909+3688+2252+60+55970+673+2335+8874+3693+5305+3696+6548+5962+5058+27006+1730+23365+5747+1956+369
http://www.kegg.jp/pathway/hsa04514+9378+57502+958+214+83700+3688+24146+5175+3696+3107+4684+3117+3384+925+2734+3111+23308
http://www.kegg.jp/pathway/hsa04514+9378+57502+958+214+83700+3688+24146+5175+3696+3107+4684+3117+3384+925+2734+3111+23308
http://www.kegg.jp/pathway/hsa04910+32+10580+5565+5566+1977+80201+6009+8660+5563+673+5770+5261+9470+3667+3643+369+3099
http://www.kegg.jp/pathway/hsa04910+32+10580+5565+5566+1977+80201+6009+8660+5563+673+5770+5261+9470+3667+3643+369+3099
http://www.kegg.jp/pathway/hsa04010+4763+5566+3925+10746+8986+1386+1849+57551+2252+4208+55970+673+3725+59283+776+5058+627+27006+1956+9479+1845+5534+4915+51776+781+6789
http://www.kegg.jp/pathway/hsa04010+4763+5566+3925+10746+8986+1386+1849+57551+2252+4208+55970+673+3725+59283+776+5058+627+27006+1956+9479+1845+5534+4915+51776+781+6789
http://www.kegg.jp/pathway/hsa04520+10580+1387+4087+2534+60+29119+117178+5770+5787+1956+6934+3643
http://www.kegg.jp/pathway/hsa04141+4287+821+6745+5886+10130+23193+10802+3301+64215+2081+6500+22926+258010+10905+201595+3320+11253+79139+55432
http://www.kegg.jp/pathway/hsa04141+4287+821+6745+5886+10130+23193+10802+3301+64215+2081+6500+22926+258010+10905+201595+3320+11253+79139+55432
http://www.kegg.jp/pathway/hsa04141+4287+821+6745+5886+10130+23193+10802+3301+64215+2081+6500+22926+258010+10905+201595+3320+11253+79139+55432
http://www.kegg.jp/pathway/hsa05412+22801+3908+1605+3688+60+29119+3693+59283+3696+776+6934+781
http://www.kegg.jp/pathway/hsa05412+22801+3908+1605+3688+60+29119+3693+59283+3696+776+6934+781
http://www.kegg.jp/pathway/hsa05412+22801+3908+1605+3688+60+29119+3693+59283+3696+776+6934+781
http://www.kegg.jp/pathway/hsa05412+22801+3908+1605+3688+60+29119+3693+59283+3696+776+6934+781
http://www.kegg.jp/pathway/hsa05414+5566+22801+3908+1605+3688+60+3693+59283+3696+776+7171+2778+781
http://www.kegg.jp/pathway/hsa05414+5566+22801+3908+1605+3688+60+3693+59283+3696+776+7171+2778+781
http://www.kegg.jp/pathway/hsa05222+1284+331+1021+3908+5743+3688+1030+2335+5728+5747+4792+1288
http://www.kegg.jp/pathway/hsa04722+4916+5664+8986+815+8660+2549+673+814+3725+818+627+3667+57498+4792+4915
http://www.kegg.jp/pathway/hsa04722+4916+5664+8986+815+8660+2549+673+814+3725+818+627+3667+57498+4792+4915

C=201,0=19;E=7.94,R=2.39;rawP=0.00

Endocytosis 19 04;adjP=0.0034
. -, C=70;0=10;E=2.76;R=3.62;rawP=0.000
Viral myocarditis 10 4:adiP=0.0034
TGF-beta signaling 11 C=84;0=11;E=3.32;R=3.32;rawP=0.000
pathway 5;adjP=0.0041
ErbB signaling 11 C=87;0=11;E=3.44;R=3.20;rawP=0.000
pathway 6;adjP=0.0045
. . C=49;0=8;E=1.93;R=4.13;rawP=0.0006
N-Glycan biosynthesis | 8 :adjP=0.0045
Circadian rhythm - 5 C=22;0=5;E=0.87;R=5.76;rawP=0.0014
mammal ;adjP=0.0100
Pathogenic C=56;0=8;E=2.21;R=3.62;rawP=0.0015
Escherichia coli 8 i
. . ;adjP=0.0103
infection
Renal cell carcinoma | 9 C=70;0=9;E=2.76;R=3.26;rawP=0.0017
;adjP=0.0104
Vasopressin-regulate 2 C=44;0=7;E=1.74;R=4.03;rawP=0.0016
d water reabsorption ;adjP=0.0104
Long-term 9 C=70;0=9;E=2.76;R=3.26;rawP=0.0017
potentiation ;adjP=0.0104
Bile secretion 9 C=71;0=9;E=2.80;R=3.21;rawP=0.0019
;adjP=0.0109
Melanoma 9 C=71;0=9;E=2.80;R=3.21;rawP=0.0019
;adjP=0.0109
Purine metabolism 15 C=162;0=15;E=6.40;R=2.34;rawP=0.00
20;adjP=0.0111
Notch signaling ’ C=47;0=7;E=1.86;R=3.77;rawP=0.0023
pathway ;adjP=0.0124
Prostate cancer 10 C=89;0=10;E=3.51;R=2.85;rawP=0.002
7;adjP=0.0141
Gap junction 10 C=90;0=10;E=3.55;R=2.81;rawP=0.002
9;adjP=0.0147
Endometrial cancer . C=52;0=7;E=2.05;R=3.41;rawP=0.0042
;adjP=0.0195
Glioma 8 C=65;0=8;E=2.57;R=3.12;rawP=0.0040
;adjP=0.0195
mTOR signaling . C=52;0=7;E=2.05;R=3.41;rawP=0.0042
pathway ;adjP=0.0195
One carbon pool by 4 C=18;0=4;E=0.71;R=5.63;rawP=0.0048
folate ;adjP=0.0217
C=29;0=5;E=1.15;R=4.37;rawP=0.0051
RNA polymerase 5 :adiP=0.0225
Adipocytokine 8 C=68;0=8;E=2.69;R=2.98;rawP=0.0053



http://www.kegg.jp/pathway/hsa04144+10015+84440+9230+9765+4193+51028+4087+10059+2321+23550+2869+440073+8766+3107+2065+1956+155382+10254+160
http://www.kegg.jp/pathway/hsa05416+1604+3908+958+1605+1525+2534+60+3107+3117+3111
http://www.kegg.jp/pathway/hsa04350+1634+3400+1387+9765+4087+5933+6500+10468+1030+7057+7027
http://www.kegg.jp/pathway/hsa04350+1634+3400+1387+9765+4087+5933+6500+10468+1030+7057+7027
http://www.kegg.jp/pathway/hsa04012+6777+815+2549+673+3725+2065+818+5058+5747+1956+369
http://www.kegg.jp/pathway/hsa04012+6777+815+2549+673+3725+2065+818+5058+5747+1956+369
http://www.kegg.jp/pathway/hsa00510+84920+23193+91869+10905+201595+11253+199857+85365
http://www.kegg.jp/pathway/hsa04710+4862+6095+1454+6500+79365
http://www.kegg.jp/pathway/hsa04710+4862+6095+1454+6500+79365
http://www.kegg.jp/pathway/hsa05130+7099+7277+10376+2534+3688+60+203068+347733
http://www.kegg.jp/pathway/hsa05130+7099+7277+10376+2534+3688+60+203068+347733
http://www.kegg.jp/pathway/hsa05130+7099+7277+10376+2534+3688+60+203068+347733
http://www.kegg.jp/pathway/hsa05211+1387+2271+3082+2549+673+3725+5058+369+54583
http://www.kegg.jp/pathway/hsa04962+9230+5566+8766+1385+51143+2778+140735
http://www.kegg.jp/pathway/hsa04962+9230+5566+8766+1385+51143+2778+140735
http://www.kegg.jp/pathway/hsa04720+5566+1387+815+5502+673+814+818+369+5534
http://www.kegg.jp/pathway/hsa04720+5566+1387+815+5502+673+814+818+369+5534
http://www.kegg.jp/pathway/hsa04976+5566+200931+949+1080+6548+57552+3156+2778+5243
http://www.kegg.jp/pathway/hsa05218+4193+1021+2252+3082+673+5728+27006+1956+369
http://www.kegg.jp/pathway/hsa00230+9060+5137+5136+5144+27115+8622+5432+171568+5142+100+64425+5558+10622+5439+2982
http://www.kegg.jp/pathway/hsa04330+1387+5664+23385+151636+22938+3516+1487
http://www.kegg.jp/pathway/hsa04330+1387+5664+23385+151636+22938+3516+1487
http://www.kegg.jp/pathway/hsa05215+1387+4193+673+5728+3320+1385+6934+1956+369+4792
http://www.kegg.jp/pathway/hsa04540+5566+10746+1902+7277+10376+203068+1956+2778+347733+2982
http://www.kegg.jp/pathway/hsa05213+8312+673+29119+5728+1956+6934+369
http://www.kegg.jp/pathway/hsa05214+4193+1021+815+673+5728+818+1956+369
http://www.kegg.jp/pathway/hsa04150+253260+1977+9706+6009+5563+673+9470
http://www.kegg.jp/pathway/hsa04150+253260+1977+9706+6009+5563+673+9470
http://www.kegg.jp/pathway/hsa00670+25902+7298+6472+4524
http://www.kegg.jp/pathway/hsa00670+25902+7298+6472+4524
http://www.kegg.jp/pathway/hsa03020+5432+171568+64425+10622+5439
http://www.kegg.jp/pathway/hsa04920+32+5565+2182+8660+5563+3953+3667+4792

signaling pathway

:adjP=0.0228

Bacterial invasion of

C=70;0=8;E=2.76;R=2.89;rawP=0.0063

epithelial cells 8 ;adjP=0.0264
Melanogenesis 10 C=101;0=10;E=3.99;R=2.51;rawP=0.00
67;adjP=0.0274
C=44;0=6;E=1.74;R=3.45;rawP=0.0073
ABC transporters 6 :adjP=0.0277
Inositol phosphate 5 C=57;0=7;E=2.25;R=3.11;rawP=0.0070
metabolism ;adjP=0.0277
Ubiquitin mediated 12 C=135;0=12;E=5.33;R=2.25;rawP=0.00
proteolysis 74;adjP=0.0277
Leishmaniasis 8 C=72;0=8;E=2.84;R=2.81;rawP=0.0074
;adjP=0.0277
Gastric acid secretion | 8 C=74;0=8;E=2.92;R=2.74;rawP=0.0087
;adjP=0.0318
Amoebiasis 10 C=106;0=10;E=4.19;R=2.39;rawP=0.00
93;adjP=0.0333
Antigen processing 8 C=76;0=8;E=3.00;R=2.67;rawP=0.0102
and presentation ;adjP=0.0358
Ribosome 9 C=92;0=9;E=3.63;R=2.48;rawP=0.0105
;adjP=0.0361
::te;::ka]'co':}”;:”e . C=48;0=6;E=1.90;R=3.17;rawP=0.0112
. ;adjP=0.0363
production
Calcium signaling 14 C=177;0=14;E=6.99;R=2.00;rawP=0.01
pathway 09;adjP=0.0363
Type II diabetes 6 C=48;0=6;E=1.90;R=3.17;rawP=0.0112
mellitus ;adjP=0.0363
Spliceosome 11 C=127;0=11;E=5.01;R=2.19;rawP=0.01
21;adjP=0.0385
Glycerophospholipid 8 C=80;0=8;E=3.16;R=2.53;rawP=0.0136
metabolism ;adjP=0.0425
::;'r:f;;?nand , C=5;0=2;E=0.20;R=10.13;rawP=0.0144
biosynthesis ;adjP=0.0442
Malaria 6 C=51;0=6;E=2.01;R=2.98;rawP=0.0148
;adjP=0.0447
Glycosylphosphatidyl C=25:0=4:E=0.99;:R=4.05;rawP=0.0158
nositol(GPI)-anchor 4 :
. ) ;adjP=0.0469
biosynthesis
Autoimmune thyroid 6 C=52;0=6;E=2.05;R=2.92;rawP=0.0162

disease

;adjP=0.0472



http://www.kegg.jp/pathway/hsa04920+32+5565+2182+8660+5563+3953+3667+4792
http://www.kegg.jp/pathway/hsa05100+1793+10059+3688+60+2549+29119+2335+5747
http://www.kegg.jp/pathway/hsa05100+1793+10059+3688+60+2549+29119+2335+5747
http://www.kegg.jp/pathway/hsa04916+5566+1387+815+1638+4254+7473+1385+818+6934+2778
http://www.kegg.jp/pathway/hsa02010+89845+1080+10351+23461+5243+11194
http://www.kegg.jp/pathway/hsa00562+3631+55300+8821+4329+3633+5305+5728
http://www.kegg.jp/pathway/hsa00562+3631+55300+8821+4329+3633+5305+5728
http://www.kegg.jp/pathway/hsa04120+331+4193+26091+140739+8452+7320+6500+9690+25847+7332+55236+23221
http://www.kegg.jp/pathway/hsa04120+331+4193+26091+140739+8452+7320+6500+9690+25847+7332+55236+23221
http://www.kegg.jp/pathway/hsa05140+7099+5743+3688+3725+3117+1378+4792+3111
http://www.kegg.jp/pathway/hsa04971+887+5566+815+60+1080+6548+818+2778
http://www.kegg.jp/pathway/hsa05146+1284+5566+1289+7099+3908+2335+1302+5747+2778+1288
http://www.kegg.jp/pathway/hsa04612+821+4800+3107+3320+1385+3117+925+3111
http://www.kegg.jp/pathway/hsa04612+821+4800+3107+3320+1385+3117+925+3111
http://www.kegg.jp/pathway/hsa03010+6167+6233+6138+23521+6137+6234+6139+6136+6223
http://www.kegg.jp/pathway/hsa04672+3600+56477+958+3117+3111+23308
http://www.kegg.jp/pathway/hsa04672+3600+56477+958+3117+3111+23308
http://www.kegg.jp/pathway/hsa04672+3600+56477+958+3117+3111+23308
http://www.kegg.jp/pathway/hsa04020+887+5137+5566+5136+815+814+5733+2065+776+5261+818+1956+2778+5534
http://www.kegg.jp/pathway/hsa04020+887+5137+5566+5136+815+814+5733+2065+776+5261+818+1956+2778+5534
http://www.kegg.jp/pathway/hsa04930+80201+8660+776+3667+3643+3099
http://www.kegg.jp/pathway/hsa04930+80201+8660+776+3667+3643+3099
http://www.kegg.jp/pathway/hsa03040+10929+10772+10084+6627+51362+57461+22938+10915+57187+27258+6428
http://www.kegg.jp/pathway/hsa00564+54947+55500+253558+1040+10555+56894+9489+8613
http://www.kegg.jp/pathway/hsa00564+54947+55500+253558+1040+10555+56894+9489+8613
http://www.kegg.jp/pathway/hsa00524+80201+3099
http://www.kegg.jp/pathway/hsa00524+80201+3099
http://www.kegg.jp/pathway/hsa00524+80201+3099
http://www.kegg.jp/pathway/hsa05144+7099+958+3082+5175+7057+1378
http://www.kegg.jp/pathway/hsa00563+93183+84720+54872+2822
http://www.kegg.jp/pathway/hsa00563+93183+84720+54872+2822
http://www.kegg.jp/pathway/hsa00563+93183+84720+54872+2822
http://www.kegg.jp/pathway/hsa05320+7253+958+3442+3107+3117+3111
http://www.kegg.jp/pathway/hsa05320+7253+958+3442+3107+3117+3111

