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ABC transporters
Arachidonic acid metabolism

Basal cell carcinoma
Chemokine signaling pathway

Estrogen signaling pathway
Fat digestion and absorption

Glutamatergic synapse
Glycerolipid metabolism
Hippo signaling pathway

Nicotinate and nicotinamide metabolism
PPAR signaling pathway

Pancreatic secretion
Protein digestion and absorption

Relaxin signaling pathway
Renin−angiotensin system

Signaling pathways regulating pluripotency
of stem cells

Sulfur metabolism
Synthesis and degradation of ketone bodies

Taurine and hypotaurine metabolism
Wnt signaling pathway

0.05 0.10 0.15
Enrichment Ratio

1

2

3

4

−log10(p.adjust)

Count
2.5

5.0

7.5

10.0
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